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Fig 1: PAEs as priority pollutants
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Fig 2.  Growth of strain KSSKSLAB02 at different initial Concentrations of PAEs
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Fig 3: Growth of strain KSSKSLAB05 at different initial Concentrations of PAEs
[image: ]Fig 4: Phylogenetic analysis of Brevibacillus brevis strain KSSKSLAB01 against other species of Brevibacillus
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Fig 5: Phylogenetic analysis of Acinetobacter baumannii strain KSSKSLAB02 against other species of Acinetobacter.
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Fig 6: Phylogenetic analysis of Halomonas sp. strain KSSKSLAB05 against other species of Halomonas
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Fig 7: rRNA structure of Brevibacillus brevis strain KSSKSLAB01
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Fig 8: rRNA structure ofAcinetobacter baumannii strain KSSKSLAB02
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Fig 9: rRNA structure ofHalomonas sp. strain KSSKSLAB05
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Fig 10: Hill plot: 16S rRNA for Brevibacillus brevis strain KSSKSLAB01.
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Fig11: Hill plot: 16S rRNA for Acinetobacter baumannii strain KSSKSLAB02.
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Fig12: Hill plot: 16S rRNA for Halomonas sp. strain KSSKSLAB05.


Table 1: Thermodynamics of Brevibacillus brevis strain KSSKSLAB01
	Structural element
	δG
	Information

	External loop
	-0.40
	12 ss bases & 2 closing helices.

	[bookmark: Structure_1_509_850]Stack
	-2.40
	External closing pair is C 509-G 850

	Helix
	-11.40
	7 base pairs.

	[bookmark: Structure_1_515_844]Interior loop
	1.60
	External closing pair is U 515-G 844

	[bookmark: Structure_1_519_839]Stack
	-3.30
	External closing pair is G 519-C 839

	Helix
	-12.40
	5 base pairs.

	Multi-loop
	1.40
	[bookmark: Structure_1_523_835]External closing pair is G 523-C 835
12 ss bases & 3 closing helices.

	[bookmark: Structure_1_721_830]Stack
	-3.40
	External closing pair is G 721-C 830

	Helix
	-2.40
	2 base pairs.

	[bookmark: Structure_1_774_816]Interior loop
	-0.40
	External closing pair is A 774-U 816

	Helix
	-5.50
	3 base pairs.

	[bookmark: Structure_1_778_812]Bulge loop
	2.80
	External closing pair is C 778-G 812

	[bookmark: Structure_1_781_811]Stack
	-3.30
	External closing pair is G 781-C 811





Table 2: Thermodynamics of Acinetobacter baumannii strain KSSKSLAB02
	Structural element
	δG
	Information

	External loop
	-1.00
	5 ss bases & 3 closing helices.

	[bookmark: Structure_1_1196_1215]Stack
	-3.30
	External closing pair is G 1196-C 1215

	Helix
	-2.10
	2 base pairs.

	Multi-loop
	2.30
	[bookmark: Structure_1_177_1113]External closing pair is G 177-C 1113
5 ss bases & 3 closing helices.

	[bookmark: Structure_1_1092_1112]Stack
	-1.00
	External closing pair is U 1092-A 1112

	Helix
	-15.20
	7 base pairs.

	[bookmark: Structure_1_1098_1106]Hairpin loop
	5.80
	Closing pair is U 1098-A 1106

	[bookmark: Structure_1_182_1090]Stack
	-2.40
	External closing pair is G 182-C 1090

	Helix
	-9.40
	6 base pairs.

	Multi-loop
	1.80
	[bookmark: Structure_1_187_1085]External closing pair is U 187-G 1085
3 ss bases & 3 closing helices.

	Helix
	-4.60
	3 base pairs.

	[bookmark: Structure_1_1076_1080]Hairpin loop
	5.70
	Closing pair is C 1076-G 1080

	[bookmark: Structure_1_188_1072]Stack
	-3.30
	External closing pair is C 188-G 1072



Table 3: Thermodynamics of Halomonas sp. strain KSSKSLAB05
	Structural element
	δG
	Information

	External loop
	-1.30
	16 ss bases & 3 closing helices.

	[bookmark: Structure_1_1360_1380]Stack
	-2.10
	External closing pair is C 1360-G 1380

	Helix
	-7.60
	4 base pairs.

	[bookmark: Structure_1_1363_1377]Bulge loop
	0.50
	External closing pair is C 1363-G 1377

	[bookmark: Structure_1_1364_1375]Stack
	-2.10
	External closing pair is C 1364-G 1375

	Helix
	-5.60
	4 base pairs.

	[bookmark: Structure_1_1367_1372]Hairpin loop
	0.90
	Closing pair is C 1367-G 1372

	[bookmark: Structure_1_1348_1357]Stack
	-2.20
	External closing pair is A 1348-U 1357

	Helix
	-5.50
	3 base pairs.

	[bookmark: Structure_1_1350_1355]Hairpin loop
	0.40
	Closing pair is C 1350-G 1355

	[bookmark: Structure_1_5_1346]Stack
	-2.50
	External closing pair is G 5-U 1346

	Helix
	-11.20
	7 base pairs.

	Multi-loop
	4.30
	[bookmark: Structure_1_10_1341]External closing pair is A 10-U 1341
3 ss bases & 3 closing helices.

	Helix
	-5.70
	3 base pairs.

	[bookmark: Structure_1_1333_1338]Hairpin loop
	3.50
	Closing pair is G 1333-C 1338

	[bookmark: Structure_1_13_1329]Stack
	-2.10
	External closing pair is U 13-A 1329
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NR 040980.1:55-865 Brevibacillus choshinensis strain DSM 8552 16S ribosomal RNA partial sequence

NR 115590.1:63-888 Brevibacillus choshinensis strain HPD52 16S ribosomal RNA partial sequence
NR 113763.1:57-867 Brevibacillus choshinensis strain NBRC 15518 16S ribosomal RNA partial sequence

NR 112926.1:45-871 Brevibacillus nitrificans strain DA2 16S ribosomal RNA partial sequence
NR 165725.1:52-877 Brevibacillus antibioticus strain TGS2-1 16S ribosomal RNA partial sequence
NR 113589.1:57-867 Brevibacillus parabrevis strain NBRC 12334 16S ribosomal RNA partial sequence

NR 040981.1:55-865 Brevibacillus parabrevis strain IFO 12334 16S ribosomal RNA partial sequence
NR 029132.1:63-888 Brevibacillus reuszeri strain 39 16S ribosomal RNA partial sequence
NR 113802.1:42-867 Brevibacillus reuszeri strain NBRC 15719 16S ribosomal RNA partial sequence

NR 040982.1:40-865 Brevibacillus reuszeri strain DSM 9887 16S ribosomal RNA partial sequence
NR 113767.1:57-868 Brevibacillus agri strain NBRC 15538 16S ribosomal RNA partial sequence

NR 148616.1:33-843 Brevibacillus gelatini strain PDF4 16S ribosomal RNA partial sequence
[ KSSKSLABO1

NR 115589.1:63-888 Brevibacillus brevis strain JCM 2503 16S ribosomal RNA partial sequence
NR 181635.1:32-842 Brevibacillus schisleri strain ATCC 35690 16S ribosomal RNA partial sequence

4

NR 115591.1:63-888 Brevibacillus formosus strain NRRL NRS-863 16S ribosomal RNA partial sequence

NR 113801.1:42-867 Brevibacillus formosus strain NBRC 15716 16S ribosomal RNA partial sequence
NR 112204.1:55-865 Brevibacillus brevis strain DSM 30 16S ribosomal RNA partial sequence
NR 040979.1:40-865 Brevibacillus formosus strain DSM 9885 16S ribosomal RNA partial sequence

NR 041524.1:57-867 Brevibacillus brevis strain NBRC 15304 16S ribosomal RNA partial sequence
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NR 148847.1:88-1296 Acinetobacter vivianii strain NIPH 2168 16S ribosomal RNA partial sequence

NR 148843.1:88-1296 Acinetobacter courvalinii strain ANC 3623 16S ribosomal RNA partial sequence

NR 148845.1:88-1296 Acinetobacter modestus strain NIPH 236 16S ribosomal RNA partial sequence

NR 025425.1:78-1286 Acinetobacter parvus strain LUH4616 16S ribosomal RNA partial sequence

NR 042049.1:76-1284 Acinetobacter venetianus RAG-1 = CIP 110063 strain ATCC 31012 16S ribosomal RNA partial sequence
NR 178762.1:80-1296 Acinetobacter plantarum strain THG-SQM11 16S ribosomal RNA partial sequence
NR 117623.1:108-1316 Acinetobacter junii strain ATCC 17908 16S ribosomal RNA partial sequence

NR 026208.1:84-1292 Acinetobacter junii strain DSM 6964 16S ribosomal RNA partial sequence

NR 119360.1:98-1306 Acinetobacter junii strain Mannheim 2723/59 16S ribosomal RNA partial sequence
KSSKSLAB02

NR 119358.1:98-1306 Acinetobacter baumannii strain ATCC 19606 16S ribosomal RNA partial sequence
NR 117620.1:108-1316 Acinetobacter baumannii strain ATCC 19606 16S ribosomal RNA partial sequence
NR 117677.1:88-1296 Acinetobacter baumannii strain DSM 30007 16S ribosomal RNA partial sequence
NR 116845.1:108-1316 Acinetobacter baumannii strain CIP 70.34 16S ribosomal RNA partial sequence
NR 113237.1:88-1296 Acinetobacter baumannii strain JCM 6841 16S ribosomal RNA partial sequence

NR 134684.1:88-1297 Acinetobacter seifertii strain LUH 1472 16S ribosomal RNA partial sequence

NR 115042.2:60-1267 Acinetobacter baylyi strain B2 16S ribosomal RNA partial sequence

NR 117627.1:111-1317 Acinetobacter gerneri DSM 14967 = CIP 107464 = MTCC 9824 16S ribosomal RNA partial sequence
NR 181117.1:62-1268 Acinetobacter stercoris strain KPC-SM-21 16S ribosomal RNA partial sequence

NR 117784.1:24-1232 Acinetobacter indicus CIP 110367 strain A648 16S ribosomal RNA partial sequence
NR 179145.1:114-1322 Acinetobacter wuhouensis strain WCHAGB0 16S ribosomal RNA partial sequence
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NR 029029.1:203-1326 Halomonas organivorans strain G-16.1 16S ribosomal RNA partial sequence

NR 115697.1:164-1287 Halomonas smyrnensis strain AAD6 16S ribosomal RNA partial sequence

NR 025773.1:137-1262 Halomonas koreensis 16S ribosomal RNA partial sequence

NR 132288.1:147-1267 Halomonas beimenensis strain NTU-107 16S ribosomal RNA partial sequence
NR 116946.1:202-1325 Halomonas maura strain S-31 16S ribosomal RNA partial sequence

NR 044317.1:178-1301 Halomonas nitroreducens strain 11S 16S ribosomal RNA partial sequence
NR 042491.1:200-1323 Halomonas denitrificans strain M29 16S ribosomal RNA partial sequence

NR 028702.1:201-1324 Halomonas campisalis strain 4A 16S ribosomal RNA partial sequence

NR 043087.1:144-1268 Halomonas taeanensis strain BH539 16S ribosomal RNA partial sequence

@

NR 044263.1:158-1281 Halomonas salifodinae BC7 16S ribosomal RNA partial sequence
NR 114047.1:181-1304 Halomonas pacifica strain NBRC 102220 16S ribosomal RNA partial sequence

NR 116292.1:192-1315 Halomonas pacifica strain ATCC 27122 16S ribosomal RNA partial sequence
NR 117837.1:202-1324 Halomonas stenophila strain N12 16S ribosomal RNA partial sequence

NR 159155.1:187-1310 Halomonas aestuarii strain Hb3 16S ribosomal RNA partial sequence
NR 042812.1:161-1284 Halomonas ventosae strain Al12 16S ribosomal RNA partial sequence

NR 119189.1:169-1292 Halomonas salina strain ATCC 49509 16S ribosomal RNA partial sequence
NR 152067.1:203-1325 Halomonas sediminicola strain CPS11 16S ribosomal RNA partial sequence
NR 178334.1:188-1310 Halomonas tabrizica strain TBZ21 16S ribosomal RNA partial sequence

NR 044519.1:157-1280 Halomonas fontilapidosi strain 5CR 16S ribosomal RNA partial sequence




