Table S4: The MHC-II class immune prediction server in the immune epitope server was used to predict 24 HTL epitopes for gB protein of three PRV strains.
	Allele
	Start
	End
	Length
	Peptide
	IC50
	Rank

	HLA-DRB1*10:01
	460
	474
	15
	GFVVAFRPLISNELA
	9.63
	0.05

	HLA-DRB1*10:01
	461
	475
	15
	FVVAFRPLISNELAQ
	9.8
	0.06

	HLA-DRB1*10:01
	861
	875
	15
	DMIRYMSIVSALEQQ
	10.19
	0.1

	HLA-DRB1*10:01
	862
	876
	15
	MIRYMSIVSALEQQE
	10.25
	0.1

	HLA-DRB1*10:01
	860
	874
	15
	RDMIRYMSIVSALEQ
	10.37
	0.1

	HLA-DRB1*16:01
	814
	828
	15
	AAFLAYRHISRLRRN
	10.78
	0.12

	HLA-DRB1*16:01
	813
	827
	15
	VAAFLAYRHISRLRR
	11.66
	0.12

	HLA-DRB1*10:01
	462
	476
	15
	VVAFRPLISNELAQL
	11.83
	0.12

	HLA-DRB1*10:01
	459
	473
	15
	GGFVVAFRPLISNEL
	11.96
	0.17

	HLA-DRB1*10:01
	863
	877
	15
	IRYMSIVSALEQQEH
	12.42
	0.17

	HLA-DRB1*10:01
	463
	477
	15
	VAFRPLISNELAQLY
	14.37
	0.17

	HLA-DRB1*16:01
	815
	829
	15
	AFLAYRHISRLRRNP
	15.84
	0.19

	HLA-DRB1*10:01
	859
	873
	15
	ARDMIRYMSIVSALE
	19.13
	0.22

	HLA-DRB1*16:01
	812
	826
	15
	LVAAFLAYRHISRLR
	20.43
	0.25

	HLA-DRB1*16:01
	394
	408
	15
	GSFRFTSRALGASFV
	20.67
	0.28

	HLA-DRB1*16:01
	816
	830
	15
	FLAYRHISRLRRNPM
	21.35
	0.29

	HLA-DRB1*10:01
	464
	478
	15
	AFRPLISNELAQLYA
	22.14
	0.38

	HLA-DRB1*10:01
	864
	878
	15
	RYMSIVSALEQQEHK
	22.79
	0.55

	HLA-DRB1*10:01
	458
	472
	15
	RGGFVVAFRPLISNE
	24.25
	1.1

	HLA-DRB1*10:01
	858
	872
	15
	QARDMIRYMSIVSAL
	25.98
	1.3

	HLA-DRB1*10:01
	44
	58
	15
	ALLLLALAATPTCGA
	27.88
	1.4

	HLA-DRB1*10:01
	457
	471
	15
	ARGGFVVAFRPLISN
	28.38
	1.5

	HLA-DRB1*10:01
	45
	59
	15
	LLLLALAATPTCGAA
	28.98
	1.7

	HLA-DRB1*10:01
	43
	57
	15
	LALLLLALAATPTCG
	29.35
	1.9



