Table S5: The BCPREDS server was used to predict 21 LBL epitopes for PRV FA strain and HN1201 strain gB protein.
	Start
	End
	Predicted Epitopes
	Score

	501
	520
	ARRSPGPAGTPEPPAVNGTG
	1

	62
	81
	TRAASASPAPGTGATPDGFS
	1

	281
	300
	NCIVEEVEARSVYPYDSFAL
	1

	2
	21
	PAGGGLWRGPRGHRPGHHGG
	1

	90
	109
	DGAVSPGPSDAPDGEYGDLD
	1

	315
	334
	REGAHGEHIGYAPGRFQQVE
	0.999

	870
	889
	SALEQQEHKARKKNSGPALL
	0.998

	260
	279
	TTNDTYTKIGAAGFYHTGTS
	0.996

	366
	385
	DWAPKTRRVCSLAKWREAEE
	0.994

	118
	137
	ATERDRFYVCPPPSGSTVVR
	0.988

	606
	625
	GGVYVQNSMRVPGERGTCYS
	0.987

	233
	252
	AFDRDENPVEVDLRPSRLNA
	0.987

	189
	649
	TYAAITNRFTDRVPVPVQEI
	0.978

	630
	649
	TFEHNGTGVIEGQLGDDNEL
	0.974

	448
	467
	AGDKPEVYLARGGFVVAFRP
	0.95

	895
	914
	AMATRRRHYQRLENEDPDAP
	0.938

	670
	689
	GGGYVYYEDYSYVRMVEVPE
	0.921

	139
	158
	EPEQACPEYSQGRNFTEGIA
	0.917

	826
	845
	RRNPMKALYPVTTKALKEDG
	0.869

	168
	187
	HKFKAHIYYKNVIVTTVWSG
	0.809

	478
	497
	ARELERLGLAGVVGPASPAA
	0.78



