Table S2: The NetCTL 1.2 server was used to predict 66 CTL epitopes for the gB protein of the PRV GD1802 strain.
	Pos
	MHC
	Icore
	Score
	Rank

	262
	SLA-2:0501
	TTNDTHTKI
	0.102619
	0.184

	693
	SLA-2:0501
	ISTRVTLNL
	0.112437
	0.149

	685
	SLA-2:0501
	RMVEVPETI
	0.124344
	0.121

	87
	SLA-2:0501
	ASLEEIEAF
	0.128223
	0.113

	349
	SLA-2:0501
	ASESVTRNF
	0.128348
	0.113

	750
	SLA-2:0501
	KVDHNVVLL
	0.154342
	0.072

	202
	SLA-2:0501
	RVPVPVQEI
	0.166292
	0.059

	292
	SLA-2:0501
	RSVYPYDSF
	0.172937
	0.054

	359
	SLA-2:0501
	RTPHFTVAW
	0.208152
	0.029

	645
	SLA-1:0101
	LGDDNELLI
	0.370221
	0.196

	678
	SLA-1:0101
	YEDYSYVRM
	0.381028
	0.179

	199
	SLA-1:0101
	FTDRVPVPV
	0.389636
	0.163

	35
	SLA-1:0101
	AAARGAVAL
	0.394478
	0.154

	87
	SLA-6:0101
	ASLEEIEAF
	0.396996
	0.188

	87
	SLA-6:0102
	ASLEEIEAF
	0.396996
	0.188

	750
	SLA-6:0101
	KVDHNVVLL
	0.411421
	0.168

	750
	SLA-6:0102
	KVDHNVVLL
	0.411421
	0.168

	415
	SLA-1:0101
	QLDLQRVHL
	0.423095
	0.118

	202
	SLA-6:0101
	RVPVPVQEI
	0.434927
	0.138

	202
	SLA-6:0102
	RVPVPVQEI
	0.434927
	0.138

	327
	SLA-6:0101
	YAPGRFQQV
	0.442477
	0.129

	327
	SLA-6:0102
	YAPGRFQQV
	0.442477
	0.129

	729
	SLA-6:0101
	SEIQRRNQL
	0.457486
	0.109

	729
	SLA-6:0102
	SEIQRRNQL
	0.457486
	0.109

	84
	SLA-1:0101
	SAEASLEEI
	0.459057
	0.089

	410
	SLA-1:0101
	VSDVTQLDL
	0.462353
	0.085

	87
	SLA-1:0601
	ASLEEIEAF
	0.475205
	0.156

	685
	SLA-6:0101
	RMVEVPETI
	0.487749
	0.077

	685
	SLA-6:0102
	RMVEVPETI
	0.487749
	0.077

	670
	SLA-1:0601
	KLGSGYVYY
	0.489974
	0.137

	450
	SLA-1:0101
	AGDRPEVYL
	0.52182
	0.043

	331
	SLA-1:0601
	RFQQVEHYY
	0.542848
	0.079

	750
	SLA-1:0601
	KVDHNVVLL
	0.560189
	0.069

	670
	SLA-1:0201
	KLGSGYVYY
	0.600227
	0.176

	670
	SLA-1:0202
	KLGSGYVYY
	0.600227
	0.176

	359
	SLA-1:0201
	RTPHFTVAW
	0.603526
	0.172

	359
	SLA-1:0202
	RTPHFTVAW
	0.603526
	0.172

	750
	SLA-1:0101
	KVDHNVVLL
	0.605983
	0.018

	538
	SLA-1:0701
	FTYDHIQAH
	0.623743
	0.160

	20
	SLA-1:0501
	GGAGLGRLW
	0.633217
	0.191

	532
	SLA-1:0501
	EFARLQFTY
	0.634184
	0.189

	743
	SLA-6:0101
	YDIDRVVKV
	0.634944
	0.011

	743
	SLA-6:0102
	YDIDRVVKV
	0.634944
	0.011

	788
	SLA-1:0201
	SAVGGMVSF
	0.649762
	0.102

	788
	SLA-1:0202
	SAVGGMVSF
	0.649762
	0.102

	561
	SLA-1:0501
	LQNKDRTLW
	0.674598
	0.122

	179
	SLA-1:0501
	KNVIVTTVW
	0.685222
	0.107

	618
	SLA-1:0701
	VPGERGTCY
	0.701837
	0.108

	141
	SLA-1:0701
	EPEQACPEY
	0.713336
	0.099

	675
	SLA-1:0201
	YVYYEDYSY
	0.717015
	0.053

	675
	SLA-1:0202
	YVYYEDYSY
	0.717015
	0.053

	471
	SLA-1:0501
	ISNELAQLY
	0.761269
	0.038

	471
	SLA-1:0201
	ISNELAQLY
	0.761526
	0.028

	471
	SLA-1:0202
	ISNELAQLY
	0.761526
	0.028

	331
	SLA-1:0501
	RFQQVEHYY
	0.767623
	0.033

	359
	SLA-1:0501
	RTPHFTVAW
	0.770112
	0.031

	675
	SLA-1:0701
	YVYYEDYSY
	0.780669
	0.061

	471
	SLA-1:0401
	ISNELAQLY
	0.791306
	0.190

	670
	SLA-1:0401
	KLGSGYVYY
	0.792953
	0.187

	431
	SLA-1:0401
	ASEAIDAIY
	0.807906
	0.162

	471
	SLA-1:0701
	ISNELAQLY
	0.808746
	0.049

	525
	SLA-1:0401
	RITTGSAEF
	0.8122
	0.156

	301
	SLA-1:0401
	ALSTGDIVY
	0.834143
	0.128

	349
	SLA-1:0401
	ASESVTRNF
	0.854434
	0.111

	720
	SLA-1:0401
	LADTGLLDY
	0.891777
	0.074

	750
	SLA-1:0401
	KVDHNVVLL
	0.919537
	0.049



