Table 1: Lactobacillus sp strains used in this study.
	Bacteria Species
	Strain Code
	Source
	Original Source

	Lactobacillus delbrueckii subsp. bulgaricus
	B001
	Yogurt
	Spain

	
	B003
	Yogurt
	Bulgaria

	
	B006
	Yogurt
	Bulgaria

	Limosilactobacillus reuteri
	ATCC5730
	Pure Industrial Strain
	ATCC

	
	MF14-C
	Pure Industrial Strain
	BIOGAIA Probiotics

	
	SD2112
	Pure Industrial Strain
	Human milk

	Lactobacillus rhamnosus GG
	B 103
	Pure Industrial Strain
	Human milk



Table 2: Total protein (%) and nitrogen (%) for nitrogen source samples used in the study as reported on labels.
	Yeast Samples
	Protein (%)
	Total Nitrogen (%)

	X-Seed Nucleo Max
	71
	11.4

	[bookmark: _Hlk134913638]X-Seed KAT
	75
	12

	NuCel 780 MG
	62.5
	10



Table 3: Components and nitrogen sources g/L used in growth media for Lactobacillus sp bacteria.
	Component
	MRS
	SPM1
	SPM2
	SPM3

	Sweet potato powder
	-
	84.85
	78.85
	72.85

	Dextrose
	20
	-
	-
	-

	Peptone
	10
	-
	-
	-

	Meat extract
	10
	-
	-
	-

	Yeast extract
	5
	-
	-
	-

	X-Seed Nucleo Max
	-
	2
	2
	2

	X-Seed KAT
	-
	-
	3
	6

	NuCel 780 MG
	-
	-
	3
	6

	Sodium acetate (CH3COONa)
	5
	5
	5
	5

	Disodium phosphate (Na2HPO4)
	-
	2
	2
	2

	Potassium phosphate (K2HPO4)
	2
	2
	2
	2

	Ammonium citrate (NH4C6H5O7)
	2
	2
	2
	2

	Magnesium sulfate (MgSO4.7H2O)
	0.2
	0.1
	0.1
	0.1

	Manganese sulfate (MnSO4.5H2O)
	0.05
	0.05
	0.05
	0.05

	Tween 80
	1.08
	1
	1
	1

	L-Cysteine
	-
	1
	1
	1

	Total (g)
	55.33
	100
	100
	100



[bookmark: _Hlk159774707]Table 4: Averages of bacterial populations for Lactobacillus sp strains in MRS, SPM1, SPM2, and SPM3 at 12 h of Incubation.
	[bookmark: _Hlk159774585]Medium
	Average log CFU/mL

	MRS
	7.94 ± 0.11b

	SPM1
	7.15 ± 0.13c

	SPM2
	8.38 ± 0.11ab

	SPM3
	8.57 ± 0.12a



Table 5: Titratable acidity (TA) values for Lactobacillus sp strains in MRS, SPM1, SPM2, and SPM3 at 6, 9, and 12 h of incubation measured by g/L.
	Bacteria Strain
	Incubation Time (h)

	
	6
	9
	12

	
	MRS
	SPM1
	SPM2
	SPM3
	MRS
	SPM1
	SPM2
	SPM3
	MRS
	SPM1
	SPM2
	SPM3

	L. rhamnosus GG
	1.72±
0.12d
	2.24±
0.1c
	2.64±
0.08b
	3.05±
0.14a
	1.75±
0.06c
	2.38±
0.09b
	2.65±
0.13ab
	3.04±
0.11a
	2.3±
0.09c
	2.44±
0.15bc
	2.88±
0.07b
	3.37±
0.1a

	L. reuteri ATCC5730
	1.65±
0.16b
	1.87±
0.13b
	2.57±
0.09a
	2.98±
0.11a
	2.51±
0.08b
	4.18±
0.11a
	4.25±
0.05a
	4.21±
0.13a
	5.71±
0.17c
	5.73±
0.09c
	10.35±
0.11b
	11.27±
0.08a

	L. reuteri MF14C
	1.67±
0.09c
	1.95±
0.13bc
	2.35±
0.16ab
	2.77±
0.05a
	2.33±
0.1c
	4.55±
0.18b
	5.7±
0.08a
	5.0±
0.07b
	4.18±
0.06c
	6.0±
0.18b
	10.27±
0.09a
	10.1±
0.1a

	L.reuteri SD2112
	1.74±
0.12b
	1.95±
0.05b
	2.32±
0.18a
	2.8±
0.14a
	3.0±
0.09d
	5.17±
0.13c
	8.2±
0.1b
	8.68±
0.1a
	4.5±
0.07c
	6.32±
0.18b
	10.0±
0.19a
	10.45±
0.08a

	L. bulgaricus B001
	1.7±
0.13d
	2.01±
0.09c
	2.26±
0.07b
	2.66±
0.14a
	1.67±
0.08d
	2.02±
0.16c
	2.35±
0.09b
	2.76±
0.11a
	4.24±
0.07b
	3.3±
0.11c
	6.15±
0.16a
	6.3±
0.09a

	L. bulgaricus B003
	1.7±
0.06c
	1.96±
0.12bc
	2.32±
0.08ab
	2.67±
0.13a
	1.93±
0.06b
	2.08±
0.18b
	3.14±
0.07a
	3.6±
0.11a
	8.34±
0.15a
	5.87±
0.08c
	6.03±
0.1bc
	6.4±
0.07b

	L. bulgaricus B006
	2.67±
0.1ab
	2.26±
0.07b
	2.62±
0.12ab
	2.97±
0.07a
	2.75±
0.09ab
	2.28±
0.13b
	2.73±
0.17ab
	3.01±
0.08a
	4.44±
0.1c
	3.1±
0.16d
	5.64±
0.09b
	6.45±
0.12a


[bookmark: _Hlk159244525]The initial TA are 1.63 MRS, 1.83 SPM1, 2.17 SPM2, and 2.23 SPM3 (Each value is the mean ± SD. The sample size is n = 3. Superscripts a–c denote significant (p ≤ 0.05) differences between TA values of MRS, SPM1, SPM2, and SPM3 samples as determined by the Tukey-tests.)
Table 6: profile of the pH values for MRS, SPM1, SPM2, and SPM3 due to the growth of tested bacteria strains.
	Bacteria Strain
	Incubation Time (h)

	
	6
	9
	12

	
	MRS
	SPM1
	SPM2
	SPM3
	MRS
	SPM1
	SPM2
	SPM3
	MRS
	SPM1
	SPM2
	SPM3

	L. rhamnosus GG
	6.4±
0.08a
	6.0±
0.13b
	6.0±
0.06b
	5.92±
0.05b
	6.41±
0.07a
	6.0±
0.02b
	5.93±
0.06b
	5.81±
0.09b
	5.86±
0.09a
	5.84±
0.06a
	5.75±
0.1a
	5.63±
0.07a

	L. reuteri, ATCC5730
	6.41±
0.11a
	5.92±
0.09b
	5.83±
0.13b
	5.81±
0.11b
	5.41±
0.08a
	5.33±
0.1a
	5.24±
0.08a
	5.21±
0.09a
	4.73±
0.12a
	4.64±
0.09ab
	4.31±
0.08bc
	4.28±
0.1c

	L. reuteri, MF14-C
	6.31±
0.06a
	6.05±
0.02b
	5.92±
0.11b
	5.86±
0.08b
	5.91±
0.12a
	5.45±
0.08b
	5.42±
0.05b
	5.31±
0.09b
	4.71±
0.04a
	4.64±
0.12a
	4.45±
0.09a
	4.48±
0.06a

	[bookmark: _Hlk159234489]L. reuteri, SD2112
	6.33±
0.04a
	5.87±
0.1b
	5.84±
0.09b
	5.88±
0.07b
	5.82±
0.11a
	5.03±
0.09b
	4.83±
0.03b
	4.86±
0.08b
	4.82±
0.05a
	4.54±
0.1a
	4.17±
0.13b
	4.11±
0.08b

	L. bulgaricus, B001
	6.42±
0.07a
	6.05±
0.12ab
	5.95±
0.09b
	5.84±
0.08b
	6.31±
0.14a
	6.0±
0.08ab
	5.82±
0.11b
	5.87±
0.09b
	5.11±
0.04b
	5.63±
0.11a
	4.65±
0.07c
	4.62±
0.13c

	L. bulgaricus, B003
	6.41±
0.12a
	6.05±
0.04ab
	5.98±
0.08ab
	5.92±
0.1b
	5.35±
0.04a
	5.61±
0.13a
	4.72±
0.09b
	4.75±
0.11b
	4.32±
0.05b
	4.87±
0.12a
	4.64±
0.09ab
	4.62±
0.09ab

	L. bulgaricus, B006
	6.39±
0.04a
	6.4±
0.13a
	6.31±
0.1a
	6.28±
0.09a
	6.31±
0.05a
	6.38±
0.03a
	6.3±
0.12a
	6.18±
0.09a
	4.85±
0.08b
	5.79±
0.06a
	4.88±
0.09b
	4.87±
0.12b


(Each value is the mean ± SD. The sample size is n = 3. Superscripts a–c denote significant (p ≤ 0.05) differences between pH values of MRS, SPM1, SPM2, and SPM3 samples as determined by the Tukey-tests.)

