	S2 table Comparison of partial QRDRs gene variation in different age groups during 2013~2014

	　
	≥18yrs(n=52)
	0~28d(n=9)
	29d~1yr(n=64)
	2~3yrs(n=59)
	4~6yrs(n=31)
	X2
	p

	gyrA-S84L
	28.85%(15/52)
	11.11%(1/9)
	20.31%(13/64)
	10.17%(6/59)
	25.81%(8/31)
	7.611
	　0.107


	gyrA-D88Y/N
	9.62%(5/52)
	11.11%(1/9)
	3.13%(2/64)
	0
	0
	8.881
	0.027

	gyrA-A134V
	7.69%(4/52)
	0
	0
	0
	0
	7.748
	0.029

	gyrA-E142K
	11.54%(6/52)
	11.11%(1/9)
	15.63%(10/64)
	16.95%(10/59)
	19.35%(6/31)
	1.238
	0.885

	gyrB-A400V
	26.92%(14/52)
	22.22%(2/9)
	39.06%(25/64)
	50.84%(30/59)
	25.81%(8/31)
	9.832
	0.052

	parC-S84R/I
	13.46%(7/52)
	22.22%(2/9)
	20.31%(13/64)
	5.08%(3/59)
	3.23%(1/31)
	10.795
	0.036

	parC-S133A
	7.69%(4/52)
	22.22%(2/9)
	14.06%(9/64)
	13.56%(8/59)
	9.62%(5/31)
	2.394
	0.725

	parC-N138S
	17.31%(9/52)
	0
	12.5%(8/64)
	18.64%(11/59)
	9.62%(5/31)
	4.052
	　0.456

	Notice: Amino acid abbreviation A-Ala, G-Gly, V-Val, L-Leu, I-Ile, M-Met, S-Ser, T-Thr, N-Asn, Q-Gln, D-Asp, E-Glu, K-Lys, R-Lys, C-Cys, Y-Tyr. p< 0.05 is statistically significant.
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