	S1 table Mutation rate of QRDRs genes of the isolates from 0~3years group in the past decade (results of χ2 test or fisher exact probability method)

	 　
	2003-2004 
	2013-2014 
	X2
	p

	　
	n=55
	n=142
	　
	　

	
	　
	　
	　
	　

	gyrA-S84L
	3.64%(2/55)
	16.90%(24/142)
	6.089
	0.014

	gyrA-D88N/Y
	3.64%(2/55)
	2.11%(3/142)
	0.011
	0.916

	gyrA-A134V
	1.82%(1/55)
	0
	-  
	0.279

	gyrA-E142K
	10.91%(6/55)
	14.79%(21/142)
	0.505
	0.478

	
	
	
	　
	　

	gyrB-G399E
	0
	0.70%(1/142)
	-  
	1.000

	gyrB-A400V
	3.64%(2/55)
	40.14%(57/142)
	25.181
	<0.001

	gyrB-E469D
	0
	1.41%(2/142)
	-  
	1.000

	gyrB-T472I
	0
	0
	-  
	1.000

	
	
	
	
	

	parC-S84R/I
	3.65%(2/55)
	6.33%(9/142)
	0.156
	0.693

	parC-S133A
	9.09%(5/55)
	13.38%(19/142)
	0.682
	0.409

	parC-N138S
	14.55%(8/55)
	12.68%(18/142)
	0.121
	0.728

	
	
	
	　
	　

	parE-D364Y
	0
	0.70%(1/142)
	-  
	1.000

	parE-A369T
	0
	0.70%(1/142)
	-  
	1.000

	parE-R378C
	1.82%(1/55)
	0
	-  
	0.279

	parE-A383T
	0
	0.70%(1/142)
	-  
	1.000

	parE-G405S
	0
	0.70%(1/142)
	-  
	1.000

	parE-D420N
	0
	0.70%(1/142)
	-  
	1.000

	parE-A426V
	0
	0
	-  
	1.000

	parE-V466M
	5.45%(3/55)
	3.52%(5/142)
	0.046
	0.830

	parE-S474N
	5.45%(3/55)
	0.70%(1/142)
	2.426
	0.119

	Notice:Amino acid abbreviation A-Ala, G-Gly, V-Val, L-Leu, I-Ile, M-Met, S-Ser, T-Thr, N-Asn, Q-Gln, D-Asp, E-Glu, K-Lys, R-Lys, C-Cys, Y-Tyr.

p< 0.05 is statistically significant.


