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[bookmark: OLE_LINK51]Supplementary Figure 1: Correlation analysis of the chemical characteristics of tobacco rhizosphere soil among seven samples (PDF).
Supplementary Figure 2: Clustering analysis of 21 bacterial (A) or fungal (B) community structures at the OTU level in the different samples (PDF).
[bookmark: OLE_LINK181]Supplementary Figure 3: Spearman’ s correlation analyses between the soil properties and abundance of the top 10 fungal phyla(A), fungal genera (B), bacterial phyla (C) and bacterial genera (D) (PDF).
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[bookmark: OLE_LINK1]Figure S2. Correlation analysis of the physicochemical characteristics of tobacco rhizosphere soil among seven samples. “TN” means that total nitrogen, “TP” means that total phosphorus, “TK” means that total potassium, “AN” means that alkali-hydrolyzed nitrogen, “AP” means that available phosphorus, “AK” means that available potassium, “EC” means that rhizosphere soil electrical conductivity, “SOM” means that content of rhizosphere soil organic matter. The heatmap displays the correlation between each row/column consisting of physicochemical characteristics of tobacco rhizosphere soil (aligned diagonally). The scale bar represents a correlation score between -1 and 1. A larger circle size suggests a stronger correlation. The closer the color is to red, the stronger the positive correlation, while the closer the color is to blue, the stronger the negative correlation. The legend for color interpretation can be found in the online version of this article. Also, an asterisk signifies a significant difference between treatments (*: P ≤ 0.05; **: P ≤ 0.01; ***: P ≤ 0.001).
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[bookmark: _Hlk154924752][bookmark: OLE_LINK71]Figure S2. Clustering analysis of 21 bacterial (A) or fungal (B) community structures at the OTU level in the different samples. The digital number represented three biological replicates for each sample. T-T, T-V, T-F, T-L, T-R and T-A represent the treatment of planting Tagetes erecta (marigold), Vicia villosa, Fagopyrum esculentum (buckwheat), Lobularia maritima (sweet alyssum), Trifolium repens (white clover) and Argyranthemum frutescens (marguerite) intercropping with tobacco, respectively.
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[bookmark: _Hlk154924769]Figure S3. Spearman’ s correlation analyses between the soil properties and abundance of the top 10 fungal phyla(A), fungal genera (B), bacterial phyla (C) and bacterial genera (D). The colors in the figure indicate the strength of the correlation. The closer the color is to red, the stronger the positive correlation, while the closer the color is to blue, the stronger the negative correlation. The legend for color interpretation can be found in the online version of this article. * Indicates a significant correlation (* indicates P < 0.05; ** indicates P< 0.01; and *** indicates P < 0.001).



Supplementary Table 1: The parameter of flue-cured tobacco rhizosphere soil microbial community (XLSX).
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