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Figure S1.  Chemical structures of PFCAs and FTCAs.
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Figure S2. 6:2 FTCA degradation in 1st to 4th generation of enrichments from activated sludges and six soils.
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Figure S3. 5:3 FTCA degradation in 1st to 4th generation of enrichments from activated sludges and six soils.
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Figure S4. Free fluoride release in 1st to 4th generation of enrichments from two activated sludges and six soils spiked with 6:2 FTCA.
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Figure S5. Free fluoride release in 1st to 4th generation of enrichments from two activated sludges and six soils spiked with 5:3 FTCA.




Table S1.  Experimental design and sampling schedule for 4 rounds of enrichments.
	Biosolid type
	 Group
	Source
	1st gen
	2nd gen
	3rd gen
	4th gen

	
	
	
	Spiked PFAS
	Sampling date
	Spiked PFAS
	Sampling date
	Spiked PFAS
	Sampling date
	Spiked PFAS
	Sampling date

	Activated
Sludge
	BH62
	BH WWTP
	6:2 FTCA
	0/30/60/
90/130 d
	6:2 FTCA
	0/30/90 d
	6:2 FTCA
	0/15/42/60 d
	6:2 FTCA
	0/30/60 d

	
	BH53
	
	5:3 FTCA
	
	5:3 FTCA
	
	5:3 FTCA
	
	5:3 FTCA
	

	
	V62
	V WWTP
	6:2 FTCA
	
	6:2 FTCA
	
	6:2 FTCA
	
	6:2 FTCA
	

	
	V53
	
	5:3 FTCA
	
	5:3 FTCA
	
	5:3 FTCA
	
	5:3 FTCA
	

	Soil
	A
	NJIT soil
	6:2 FTCA
&
5:3 FTCA
	
	6:2 FTCA
&
5:3 FTCA
	
	6:2 FTCA
&
5:3 FTCA
	
	-
	-

	
	B
	Kearny landfill soil
	
	
	
	
	
	
	6:2 FTCA
	0/30/60 d

	
	
	
	
	
	
	
	
	
	5:3 FTCA
	

	
	C
	Soil near a gas station in Newark
	
	
	
	
	
	
	6:2 FTCA
	

	
	
	
	
	
	
	
	
	
	5:3 FTCA
	

	
	D
	Soil from Passaic Riverbank (near a domestic discharge)
	
	
	
	
	
	
	6:2 FTCA
	

	
	
	
	
	
	
	
	
	
	5:3 FTCA
	

	
	E
	Silt from Passaic Riverbank (recreation area) 
	
	
	
	
	
	
	6:2 FTCA
	

	
	
	
	
	
	
	
	
	
	5:3 FTCA
	

	
	F
	Silt from Passaic Riverbank (gasoline contaminated area)
	
	
	
	
	
	
	6:2 FTCA
	

	
	
	
	
	
	
	
	
	
	5:3 FTCA
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Table S2.  Taxonomy information for dominant OTUs.
	OTU 
	G
	F
	O
	C
	P

	OTU_2_unclassified
	OTU_2_unclassified
	unclassified

	OTU_22_unclassified
	OTU_22_unclassified
	

	OTU_7_unclassified
	OTU_7_unclassified
	

	OTU_4_unclassified
	OTU_4_unclassified
	

	OTU_1_unclassified
	OTU_1_unclassified
	

	OTU_36_ Aequorivita
	OTU_36_ Aequorivita
	Flavobacteriaceae
	Flavobacteriales
	Flavobacteria
	Bacteroidetes

	OTU_24_ Flavobacterium
	OTU_24_ Flavobacterium
	
	
	
	

	OTU_30_ Phenylobacterium
	OTU_30_ Phenylobacterium
	Caulobacteraceae
	Caulobacterales
	Alphaproteobacteria
	Proteobacteria

	OTU_29_ Xanthobacter
	OTU_29_ Xanthobacter
	Xanthobacteraceae
	Hyphomicrobiales
	
	

	OTU_10_ Hyphomicrobium
	OTU_Hyphomicrobium_01
	Hyphomicrobium
	
	
	

	OTU_31_ Hyphomicrobium
	OTU_Hyphomicrobium_02
	
	
	
	

	OTU_26_ Hyphomicrobium
	OTU_Hyphomicrobium_03
	
	
	
	

	OTU_25_ Hyphomicrobium
	
	
	
	
	

	OTU_16_ Hyphomicrobium
	
	
	
	
	

	OTU_6_ Hyphomicrobium
	
	
	
	
	

	OTU_5_ Hyphomicrobium
	
	
	
	
	

	OTU_11_ Methylorubrum
	OTU_11_ Methylorubrum
	Methylobacteriaceae
	
	
	

	OTU_14_ Methylopila
	OTU_14_ Methylopila
	Methylocystaceae
	
	
	

	OTU_23_ Achromobacter
	 OTU_Achromobacter
	Alcaligenaceae
	Burkholderiales
	Betaproteobacteria
	

	OTU_13_ Achromobacter
	
	
	
	
	

	OTU_12_ Achromobacter
	
	
	
	
	

	OTU_17_ Methylotenera
	 OTU_ Methylotenera_01 
	Methylophilaceae
	Nitrosomonadales
	
	

	OTU_15_ Methylotenera
	
	
	
	
	

	OTU_34_ Methylotenera
	
	
	
	
	

	OTU_28_ Methylotenera
	OTU_28_ Methylotenera_02
	
	
	
	

	OTU_9_ Pseudomonas
	OTU_9_ Pseudomonas
	Pseudomonadaceae
	Pseudomonadales
	Gammaproteobacteria
	

	OTU_8_ Rhodanobacter
	OTU_ Rhodanobacter
	Rhodanobacteraceae
	Xanthomonadales
	
	

	OTU_20_ Rhodanobacter
	
	
	
	
	

	OTU_33_ Dokdonella
	OTU_ Dokdonella
	
	
	
	

	OTU_18_ Dokdonella
	
	
	
	
	

	OTU_21_ Stenotrophomonas
	OTU_ Stenotrophomonas_01
	
	
	
	

	OTU_3_ Stenotrophomonas
	
	
	
	
	

	OTU_32_ Stenotrophomonas
	OTU_ Stenotrophomonas_02
	
	
	
	

	OTU_35_ Stenotrophomonas
	OTU_ Stenotrophomonas_03
	
	
	
	

	OTU_27_ Stenotrophomonas
	
	
	
	
	

	OTU_19_ Stenotrophomonas
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