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Fig. S 1. Orthology Index

Cinnamomum kanehirae. Refer to Fig.1 for detailed descriptions.
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Fig. S 2. Orthology Index in genome evolution of species Liriodendron

Magnolia biondii. Refer to Fig.1 for detailed descriptions.
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Fig. S 3. Orthology Index in genome evolution of species Cinnamomum kanehirae and

Chimonanthus salicifolius. Refer to Fig.1 for detailed descriptions.
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Fig. S 10. Orthology Index in genome evolution of species Tetracendron sinense and

Trochodendron aralioides. Refer to Fig.1 for detailed descriptions.
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Fig. S 11. Orthology Index in genome evolution of species Vitis vinifera and Theobroma

cacao. Refer to Fig.1 for detailed descriptions.
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Fig. S 20. Orthology Index in genome evolution of species Vitis vinifera and Daucus carota.

Refer to Fig.1 for detailed descriptions.
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Fig. S 24. Orthology Index in genome evolution of species Vitis vinifera and Tripterygium

wilfordii. Refer to Fig.1 for detailed descriptions.
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Vaccinium corymbosum. Refer to Fig.1 for detailed descriptions.
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Fig. S 39. Orthology Index in genome evolution

mimosifolia. Refer to Fig.1 for detailed descriptions.
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Fig. S 44. Orthology Index in genome evolution of species

tenacissima. Refer to Fig.1 for detailed descriptions.
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Fig. S 45. Orthology Index in genome evolution of species Coffea canephora and

Ophiorrhiza pumila. Refer to Fig.1 for detailed descriptions.
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Fig. S 47. Orthology Index in genome evolution of species Solanum lycopersicum and

Anisodus acutangulus. Refer to Fig.1 for detailed descriptions.
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Fig. S 50. Orthology Index in genome evolution

europaea. Refer to Fig.1 for detailed descriptions.
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Taraxacum mongolicum
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Fig. S 51. Orthology Index in genome evolution of species Arctium lappa and Taraxacum

mongolicum. Refer to Fig.1 for detailed descriptions.
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pinnatifida. Refer to Fig.1 for detailed descriptions.
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Fig. S 91. Orthology Index-colored dot plots showing orthologous syntenic relationships of
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Fig. S 93. Orthology Index-colored dot plots showing orthologous syntenic relationships
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Fig. S 94. Orthology Index-colored dot plots showing orthologous syntenic relationships
between Aralia elata and Apioideae (all 1:2).
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Fig. S 97. Orthology Index-colored dot plots showing orthologous syntenic relationships
within Araliaceae (Panaz ginseng : Panax notoginseng = 2:1, Aralia elata : Panax
notoginseng = 1:1, Eleutherococcus senticosus : Panar notoginseng = 2:1). The other

orthologous syntenic ratios (Aralia elata: Eleutherococcus senticosus = 1:2, Aralia elata:

o
Retan
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Panax ginseng = 1:2, Eleutherococcus senticosus: Panax ginseng = 2:2) can be found in Fig.

S57-59.
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Fig. S 98. Orthology Index-colored dot plots showing orthologous syntenic relationships
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Fig. S 100. Orthology Index-colored dot plots showing orthologous syntenic relationships
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Fig. S 102. Phylogenetic relationships within the core eudicots based on 12,277 multi-copy
SOGs. The numbers at the nodes are posterior probabilities from ASTRAL. Bar, 3.0 coalescent units.
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Fig. S 103. Phylogenetic relationships within the core eudicots based on 5,154 single-copy
SOGs. The numbers at the nodes are posterior probabilities from ASTRAL. Bar, 3.0 coalescent units.



