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Supporting figures
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Figure S1. TEM image shows the effect on autophagy after different treatments for 48h of Hela cell.
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Figure S2. (A) Statistical map of the number of differential genes. (B) VENN diagram of differential gene expression in each group.
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Figure S3. Calorimetric map of gene expression related to autophagy and apoptosis.
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Figure S4 .(A) Imaging of mouse organs at different time points after FA-Gd2O3@MSN-DOX injection. (B) Fluorescence quantitative statistical diagram.
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Figure S5. T1WI signal intensity and SNR of Hela cell after being treated with FA-Gd2O3@MSN and Gd-DTPA for 48h at various concentrations.
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Figure S6. MRI T2 images of subcutaneous and orthotopic tumors in mice.
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Figure S7. (A) Fluorescence images of drug release at different time points after intratumoral FA-Gd2O3@MSN-DOX injection. (B) Fluorescence quantitative statistical diagram.
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Figure S8. Digital pathological section (A) and laser confocal image (B) of mouse subcutaneous tumor after treatment.
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Figure S9. Blood test indicators 3(A) and 7(B) days after the FA-Gd2O3@MSN-DOX was injected through the tail vein.
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Figure S10. Raw data of the Western blot. (A-C) caspase-3, cleaved caspase-3, BAX, and Bcl-2 in Figure 2D.(D-E) P62, LC3, LAMP1 and CTSB in Figure 3B. (F-H) Akt, p-Akt, mTOR and p-mTOR in Figure 4B. (I) LC3 and P62 in Figure 4C. (J-K) TFEB and p-TFEB in Figure 5C. (L) TFEB, Lamin B1 and GAPDH in Figure 5B.
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Figure S10.Digital pathological section (A)and
laser confocal image (B)of mouse subcutaneous
tumor after treatment
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