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Fig. S2. GO enrichment analysis of 148 overlapping differentially expressed genes. Gene ontology (GO) terms illustrated changes in Biological Process (BP), Molecular Function (MF), and Cellular Component (CC) of overlapping mRNAs. Y-axis represents number of genes enriched in each GO term.
[bookmark: _GoBack]
image1.png
Level2 GO terms of Melopsittacus undulates

120

100

2uaD 4o JaquinN

M Biological Process
M Molecular Function

M Cellular Component

Cellular Component

Molecular Function

Biological Process





