Supplementary Figure 3
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Figure S3. Transcriptomic data. (A) Principal component analysis (PCA) of RNA-
seq measurements from 40 experimental mice in female and male treated by LPS
or PBS. One sample was an outlier and was excluded from further analysis. (B-E)
Volcano plots of differentially expressed genes (DEGS) in these animals. DEGs

were defined as those with fold-change >= 2 at adjusted p-value (g-value) < 0.05.





