Supplementary table 2
	gene name
	Low Mean
	High Mean
	log FC
	p-value
	FDR

	WFDC2
	6.757005373
	5.589047307
	-1.167958067
	7.31*E-17
	5.60*E-15

	PGM5
	7.112790507
	6.111820226
	-1.000970281
	1.06*E-17
	1.02*E-15

	ACTC1
	5.068457081
	4.067054251
	-1.00140283
	2.98*E-13
	1.01*E-11

	FOS
	9.798810526
	8.74277701
	-1.056033516
	3.35*E-10
	5.28*E-09

	KRT14
	6.096174062
	4.928938693
	-1.167235369
	5.42*E-14
	2.18*E-12

	N*EFH
	9.134335981
	7.587537025
	-1.546798956
	1.13*E-10
	2.02*E-09

	FOSB
	7.507478388
	6.256478864
	-1.250999523
	7.68*E-10
	1.10*E-08

	UB*E2C
	3.993321014
	5.137702985
	1.144381971
	1.30*E-37
	2.24*E-34

	TOP2A
	3.952367823
	5.104230492
	1.151862669
	2.35*E-30
	6.72*E-28

	LTF
	7.82587123
	6.373962131
	-1.451909099
	2.38*E-08
	2.32*E-07

	PAGE4
	6.71883178
	5.696629327
	-1.022202453
	2.81*E-11
	5.81*E-10

	TGM4
	5.474889172
	4.403418402
	-1.07147077
	2.04*E-05
	9.10*E-05

	MSMB
	12.38540585
	10.91832103
	-1.467084822
	3.00*E-13
	1.02*E-11

	OLFM4
	6.743560072
	5.144221171
	-1.599338901
	1.25*E-11
	2.81*E-10

	LCN2
	7.383997962
	5.927494739
	-1.456503223
	3.89*E-12
	9.95*E-11

	KRT5
	7.031908316
	5.718774709
	-1.313133607
	5.50*E-17
	4.36*E-15

	SLC14A1
	5.580847689
	4.510976955
	-1.069870734
	4.65*E-16
	2.97*E-14

	SCGB1A1
	4.941527895
	3.882839417
	-1.058688478
	2.04*E-10
	3.43*E-09

	CDC42EP5
	8.360307392
	7.334299407
	-1.026007985
	1.01*E-13
	3.83*E-12

	TNS4
	5.031974943
	3.932444161
	-1.099530782
	1.02*E-16
	7.53*E-15

	SRD5A2
	5.258962976
	4.205707121
	-1.053255855
	8.64*E-21
	1.10*E-18

	VSIG2
	7.213088359
	5.889648286
	-1.323440072
	8.12*E-14
	3.14*E-12

	TRIM29
	5.372091129
	4.314842915
	-1.057248215
	6.52*E-17
	5.06*E-15

	MT1G
	9.209182038
	8.125859181
	-1.083322857
	1.22*E-07
	9.95*E-07

	KRT13
	4.865137813
	3.591134402
	-1.274003411
	3.47*E-11
	7.02*E-10

	CD177
	5.815857445
	4.741736613
	-1.074120832
	6.83*E-08
	5.93*E-07

	KRT15
	6.7435461
	5.309046804
	-1.434499296
	5.19*E-17
	4.14*E-15

	TPX2
	3.862273675
	4.93010108
	1.067827406
	5.01*E-39
	1.38*E-35

	CYP27A1
	7.171867895
	6.091094688
	-1.080773206
	3.21*E-18
	3.28*E-16

	MYH11
	9.896227565
	8.894546377
	-1.001681188
	3.79*E-16
	2.49*E-14

	BIRC5
	3.518695297
	4.538804764
	1.020109467
	6.53*E-40
	4.48*E-36

	ACTG2
	11.35484567
	10.34292677
	-1.011918901
	1.58*E-16
	1.11*E-14

	KRT17
	7.679340364
	6.584151648
	-1.095188715
	9.32*E-12
	2.19*E-10

	CDC20
	4.042233072
	5.157729814
	1.115496742
	3.64*E-39
	1.32*E-35
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