
Table S3 Summary of sequencing data quality

	Sample
	Raw Data
	Valid Data
	Valid Ratio(reads)
	Q20%
	Q30%
	Mapped reads
	Mapped-rate(%)

	
	Read
	Base
	Read
	Base
	
	
	
	
	

	GK5-21-1
	31593572
	4.73G
	29174974
	4.36G
	92.34 
	98.23
	94.21
	26958361
	92.4

	GK5-21-2
	46146020
	6.92G
	37471858
	5.59G
	81.20 
	98.35
	94.49
	34650827
	92.47

	GK5-21-3
	40980238
	6.15G
	30478382
	4.54G
	74.37 
	98.31
	94.35
	24499486
	80.38

	GK5-28-1
	50949232
	7.64G
	47080260
	7.03G
	92.41 
	98.33
	94.45
	43880172
	93.2

	GK5-28-2
	36770456
	5.52G
	29567418
	4.41G
	80.41 
	98.36
	94.53
	25145495
	85.04

	GK5-28-3
	39769140
	5.97G
	35170364
	5.25G
	88.44 
	98.34
	94.44
	28955192
	82.33

	YSL1-21-1
	38962768
	5.84G
	27149128
	4.05G
	69.68 
	97.82
	93.12
	24755131
	91.18

	YSL1-21-2
	42300898
	6.35G
	39072286
	5.83G
	92.37 
	98.37
	94.45
	35725343
	91.43

	YSL1-21-3
	40103948
	6.02G
	31340618
	4.68G
	78.15 
	98.46
	94.76
	28524197
	91.01

	YSL1-28-1
	49507754
	7.43G
	45638274
	6.82G
	92.18 
	98.36
	94.59
	42058987
	92.16

	YSL1-28-2
	39573632
	5.94G
	36740758
	5.49G
	92.84 
	98.43
	94.62
	33921331
	92.33

	YSL1-28-3
	32999532
	4.95G
	25332780
	3.78G
	76.77 
	98.25
	94.23
	23744414
	93.73



