[bookmark: OLE_LINK3][bookmark: OLE_LINK4][bookmark: OLE_LINK9][bookmark: OLE_LINK10][bookmark: OLE_LINK11][bookmark: OLE_LINK12][bookmark: OLE_LINK13][bookmark: OLE_LINK14][bookmark: OLE_LINK15][bookmark: OLE_LINK16][bookmark: OLE_LINK17][bookmark: OLE_LINK18]library(TwoSampleMR)
library(MRPRESSO)

aaa <- extract_instruments(outcomes='ieu-a-1106',clump=TRUE, r2=0.001,kb=10000,access_token= NULL)

[bookmark: OLE_LINK7][bookmark: OLE_LINK8]abc <- extract_outcome_data(snps=aaa$SNP,
                            outcomes='ukb-b-18389',
                            proxies = FALSE,
                            maf_threshold = 0.01,
                            access_token = NULL)

[bookmark: OLE_LINK1][bookmark: OLE_LINK2][bookmark: OLE_LINK5][bookmark: OLE_LINK6]Mydata <- harmonise_data(exposure_dat=aaa,
                         outcome_dat=abc,
                         action= 2)

res<-mr(Mydata, method_list=c("mr_ivw", "mr_ivw_fe", "mr_two_sample_ml",
                              "mr_egger_regression", "mr_weighted_median", "mr_penalised_weighted_median",
                              "mr_simple_mode", "mr_weighted_mode"))

out<-generate_odds_ratios(res)

mr_scatter_plot(res,Mydata)

mr_heterogeneity(Mydata)

mr_pleiotropy_test(Mydata)
