Exploring the effects of assembly strategies on differential gene expression analysis – A case study in a non-model crustacean species, the wild black tiger prawn (Penaeus monodon)
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Figure S1. Top hit species contribution of genome-guided assembly

Figure S2. Top hit species contribution of de novo assembly
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Penaeus vannamei	Penaeus monodon	Hyalella azteca	Armadillidium nasatum	Armadillidium vulgare	Penaeus japonicus	Klebsiella pneumoniae	Gammaproteobacteria bacterium 2W06	Apostichopus japonicus	Others	25150	549	326	211	167	148	134	104	102	1620	25150	549	326	

#BLAST Top-Hits	
Penaeus monodon	Penaeus vannamei	Escherichia coli	Acinetobacter johnsonii	Cutibacterium acnes	Ralstonia pickettii	Acinetobacter sp.	Paraburkholderia fungorum	Burkholderia sp. 4M9327F10	Ralstonia	Others	24126	8723	3171	1333	895	754	734	698	566	505	49760	

