Exploring the effects of assembly strategies on differential gene expression analysis – A case study in a non-model crustacean species, the wild black tiger prawn (Penaeus monodon)
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Figure S5. Gene ontology enrichment for DEGs in the hepatopancreas generated by reference-based method
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Figure S6. Gene ontology enrichment for DEGs in the hepatopancreas generated by genome-guided assembly-based method 
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Figure S7. Gene ontology enrichment for DEGs in the hepatopancreas generated by de novo assembly-based method 
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Figure S8. Gene ontology enrichment for DEGs in the ovary generated by reference-based-based method
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Figure S9. Gene ontology enrichment for DEGs in the ovary generated by genome-guided assembly-based method
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Figure S10. Gene ontology enrichment for DEGs in the hepatopancreas generated by de novo assembly-based method
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