Table S1.  GM content for the applicability test of 5-plex qPCR.
	Sample Number
	GM content for each target by mass ratio (%)

	
	Lectin
	SHZD32
	ZH10-6
	ZUTS-33
	S4003.14

	A
	100
	0.1
	0
	0
	0

	B
	100
	0
	0.1
	0
	0

	C
	100
	0
	0
	0.1
	0

	D
	100
	0
	0
	0
	0.1

	E
	100
	0
	0.1
	0.1
	0

	F
	100
	0.1
	0
	0.1
	0

	G
	100
	0.1
	0
	0
	0.1

	H
	100
	0
	0.1
	0.1
	0

	I
	100
	0
	0.1
	0
	0.1

	J
	100
	0
	0
	0.1
	0.1

	K
	100
	0.1
	0.1
	0.1
	0

	L
	100
	0.1
	0.1
	0
	0.1

	M
	100
	0.1
	0
	0.1
	0.1

	N
	100
	0
	0.1
	0.1
	0.1

	O
	100
	0.1
	0.1
	0.1
	0.1

	P
	100
	0
	1.0
	0.1
	50

	Q
	100
	25
	0.5
	0.5
	0.1

	R
	100
	0.5
	0
	10
	25

	S
	100
	0.1
	50
	0
	0.5

	T
	100
	25
	0.5
	25
	0

	U
	100
	0.1
	99
	0
	0.5



Table S2. The Ct value results of primer pair concentration optimization in the 5-plex qPCR
	Transgenic event
	Group 1

	
	1
	2
	3
	4
	Average value
	RSD
(%)
	Bias
(%)

	Lectin
	28.02
	27.79
	27.88
	28.06
	27.94
	0.39
	0.11

	SHZD32
	29.54
	29.37
	29.24
	29.16
	29.33
	0.49
	0.14

	ZH10-6
	30.46
	30.49
	30.71
	30.52
	30.55
	0.32
	0.10

	ZUTS-33
	29.11
	28.86
	28.75
	28.87
	28.90
	0.45
	0.13

	S4003.14
	28.50
	28.32
	28.22
	28.21
	28.31
	0.41
	0.12

	Transgenic event
	Group 2

	
	1
	2
	3
	4
	Average value
	RSD
(%)
	Bias
(%)

	Lectin
	28.34
	28.26
	28.16
	28.24
	28.25
	0.23
	0.06

	SHZD32
	30.04
	29.65
	29.58
	29.61
	29.72
	0.63
	0.19

	ZH10-6
	30.54
	30.67
	30.39
	30.33
	30.48
	0.43
	0.13

	ZUTS-33
	30.06
	29.85
	29.75
	30.06
	29.93
	0.45
	0.13

	S4003.14
	27.06
	26.78
	26.84
	26.91
	26.90
	0.39
	0.10

	Transgenic event
	Group 3

	
	1
	2
	3
	4
	Average value
	RSD
(%)
	Bias
(%)

	Lectin
	28.26
	27.94
	28.46
	28.92
	28.40
	1.25
	0.36

	SHZD32
	28.83
	28.62
	29.14
	29.04
	28.91
	0.69
	0.20

	ZH10-6
	30.33
	30.35
	30.28
	30.73
	30.42
	0.59
	0.18

	ZUTS-33
	30.51
	30.45
	30.57
	30.77
	30.58
	0.39
	0.12

	S4003.14
	27.87
	27.68
	28.03
	28.36
	27.99
	0.89
	0.25

	Transgenic event
	Group 4

	
	1
	2
	3
	4
	Average value
	RSD
(%)
	Bias
(%)

	Lectin
	28.62
	28.65
	28.52
	28.62
	28.60
	0.17
	0.05

	SHZD32
	29.80
	29.70
	29.50
	29.62
	29.66
	0.37
	0.11

	ZH10-6
	30.52
	30.49
	30.51
	30.62
	30.54
	0.16
	0.05

	ZUTS-33
	30.48
	30.40
	30.32
	30.41
	30.40
	0.19
	0.06

	S4003.14
	28.65
	28.38
	28.32
	28.46
	28.45
	0.44
	0.12

	Transgenic event
	Group 5

	
	1
	2
	3
	4
	Average value
	RSD
(%)
	Bias
(%)

	Lectin
	27.06
	27.33
	27.38
	27.34
	27.28
	0.47
	0.13

	SHZD32
	29.06
	28.98
	28.62
	28.81
	28.87
	0.59
	0.17

	ZH10-6
	31.63
	31.60
	31.51
	31.40
	31.54
	0.28
	0.09

	ZUTS-33
	30.04
	30.27
	30.09
	30.23
	30.16
	0.32
	0.10

	S4003.14
	26.96
	27.01
	26.67
	26.90
	26.89
	0.48
	0.13


RSD means the relative standard deviations of the average Ct value;
The Ct value estimated by ANOVA.





Table S3. Copy number variation of reference targets using the two 3-plex cdPCR systems
	System1
	System2

	Template copy No.
	Lectin
	ZH10-6
	ZUTS-33
	Template copy No.
	Lectin
	SHZD32
	S4003.14

	10000 
	40776
	9931
	9814
	10000 
	23098
	10831
	11305

	2500 
	11095
	2401
	2514
	2500 
	5770
	2470
	2506

	625 
	2581
	587
	595
	625 
	1128
	674
	679

	156 
	626
	147
	153
	156 
	312
	174
	161

	40 
	154
	38
	37
	40 
	73
	31
	38

	10 
	38
	11
	10
	10 
	23
	12
	11
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