

Supplementary Figure Captions
Fig. S1 The amplification results for primer concentration optimization in the five-plex qPCR assays.
(A) Group 1, Lectin (200nM), ZH10-6(200nM), SHZD32(200nM), ZUTS-33(200nM), S4003.14(200nM); (B) Group 2, Lectin (250nM), ZH10-6(100nM), SHZD32(100nM), ZUTS-33(200nM), S4003.14(200nM); (C) Group 3, Lectin (250nM), ZH10-6(100nM), SHZD32(75nM), ZUTS-33(200nM), S4003.14(200nM); (D) Group 4, Lectin (250nM), ZH10-6(125nM), SHZD32(75nM), ZUTS-33(200nM), S4003.14(200nM); (E Group 5, Lectin (250nM), ZH10-6(150nM), SHZD32(75nM), ZUTS-33(200nM), S4003.14(200nM);
Fig. S2 The applicability of detecting specific-transgenic soybeans in various mixed samples. The GM content of sampel A to U can be found in Table S1, respectively. 
Fig. S3 cdPCR amplitude plots for target GM soybean cultivars. 

Table S1.  GM content for the applicability test of 5-plex qPCR.
Table S2.  Table S2. The Ct value results of primer pair concentration optimization in the 5-plex qPCR.
Table S3. Copy number variation of reference targets using the two 3-plex cdPCR systems.
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