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Group D

@ Low abundant

m [ actobacillus

m Klebsiella 724518

m Pasteurella_ 736809
Acinetobacter

m Mannheimia
Actinobacillus _C 733307

m Bacteroides H

m Streptococcus

m Mesomycoplasma

® Rothia
Moraxella_ A 650978

m Glaesserella

m Eikenella_561468

®m Moraxella_ C 651924

m Escherichia 710834

m Bergeyella A 791832



