Supplementary Figure 1. Pearson correlation analysis of SQLE expression and the expression levels of genes in the TGF-β pathway including PPP2R1B (A), ID2 (B), BMPR2 (C), SMAD9 (D), ACVR2B (E), SMAD6 (F), BMP7 (G), SMAD4 (H), SMAD7 (I), BMP4 (J), BMP6 (K), and BMP8A (L).
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