Supplementary Table 1: The Statistical significance of proteomic analysis of CDK1 and CDK6 across pan-cancer.

	Comparison 
	Statistical significance of CDK1
	Statistical significance of CDK6

	Normal-vs-Primary (BRCA)	
	1.67597614194118E-08
	8.67627073491299E-05

	Normal-vs-Primary (COAD)
	6.67240877569499E-36
	9.432282E-01

	Normal-vs-Primary (OV)
	8.364714E-01
	1.452182E-01

	Normal-vs-Primary (ccRCC)
	5.26011639968537E-34
	1.01260388172938E-18

	Normal-vs-Primary (UCEC)
	3.80188073452884E-23
	1.86211624300546E-08

	Normal-vs-Primary (LUAD)
	1.97149158306692E-12
	1.02746488872126E-25

	Normal-vs-Primary (PAAD)
	7.4135593647817E-18
	1.544173E-01

	Normal-vs-Primary (HNSC)
	2.44052417213981E-20
	9.69657789513614E-24

	Normal-vs-Primary (GBM)
	3.87421103028337E-08
	8.74556115954628E-08

	Normal-vs-Primary (HCC)
	3.75602016341027E-61
	1.11839123219512E-05


Significant values are in bold. 



Supplementary Table 2 - The relationship between the expression level of CDK1 and CDK6 with clinicopathological parameters of breast cancer

	Parameters
	Statistical significance of CDK1
	Statistical significance of CDK6

	Sample types
	
	

	Normal-vs-Primary
	<1E-12
	3.2821000028882E-08

	
	
	

	Individual Cancer Stage
	
	

	Normal-vs-Stage1
	1.62447832963153E-12
	5.101000E-03

	Normal-vs-Stage2
	<1E-12
	3.68299999999877E-05

	Normal-vs-Stage3
	1.62447832963153E-12
	1.88099535947117E-11

	Normal-vs-Stage4
	5.69360000035601E-07
	1.239990E-01

	
	
	

	Patient’s Race
	
	

	Normal-vs-Caucasian
	<1E-12
	5.35620000019499E-07

	Normal-vs-African American
	1.62436730732907E-12
	6.198800E-04

	Normal-vs-Asian
	2.76439982016541E-11
	8.045800E-04

	
	
	

	Patient’s Gender
	
	

	Normal-vs-Male
	1.375190E-04
	1.62447832963153E-12

	Normal-vs-Female
	<1E-12 
	8.20029999459848E-08

	
	
	

	Major Subclasses
	
	

	Normal-vs-Luminal
	1.62447832963153E-12
	1.62825308791525E-12

	Normal-vs-HER2 Positive
	1.64368518795754E-12
	9.538300E-02

	Normal-vs-TNBC
	<1E-12
	1.70106999999309E-10

	
	
	

	Nodal Metastasis Status
	
	

	Normal-vs-N0
	1.62447832963153E-12
	4.171100E-04

	Normal-vs-N1
	1.62447832963153E-12
	3.78830000036245E-07

	Normal-vs-N2
	6.66133814775094E-16
	3.51080000000614E-05

	Normal-vs-N3
	1.62569957495862E-12
	<1E-12

	
	
	

	Tumor Histology
	
	

	Normal-vs-IDC
	1.62447832963153E-12
	1.65249999994899E-06

	Normal-vs-IL-C
	1.62447832963153E-12
	1.62447832963153E-12

	Normal-vs-Mixed
	6.36799502018448E-11
	2.079400E-03

	Normal-vs-Other
	2.5320000540674E-09
	3.327200E-01

	Normal-vs-Mucinous
	1.019820E-04
	4.617100E-03

	Normal-vs-Metaplastic
	9.038300E-04
	6.997800E-01

	Normal-vs-INOS
	-
	N/A

	Normal-vs-Medullary
	1.775330E-03
	3.346200E-01

	
	
	

	Menopause Status
	
	

	Normal-vs-Pre-menopause
	<1E-12
	2.53169999997471E-06

	Normal-vs-Perimenopause
	7.16460000216301E-08
	6.947200E-01

	Normal-vs-Post-menopause
	<1E-12
	5.40310000074484E-08

	
	
	

	TP53 Mutation status
	
	

	Normal-vs-TP53 Mutant
	<1E-12
	2.968800E-01

	Normal-vs-TP53 Nonmutant
	<1E-12
	<1E-12


Significant values are in bold. 



Supplementary Table 3 –  The statistical significance of promoter methylation level of CDK1 and CDK6 with the clinicopathological parameters of  breast cancer

	Parameters
	Statistical significance of CDK1
	Statistical significance of CDK6

	Sample types
	
	

	Normal-vs-Primary
	1.061200E-01
	<1E-12

	
	
	

	Individual Cancer Stage
	
	

	Normal-vs-Stage1
	2.893600E-01
	<1E-12

	Normal-vs-Stage2
	1.348650E-01
	1.62447832963153E-12

	Normal-vs-Stage3
	7.800000E-02
	1.62447832963153E-12

	Normal-vs-Stage4
	8.178400E-01
	3.993800E-02

	
	
	

	Patient’s Race
	
	

	Normal-vs-Caucasian
	2.080800E-01
	1.62436730732907E-12

	Normal-vs-African American
	5.668300E-02
	<1E-12

	Normal-vs-Asian
	1.419990E-02
	4.07709976890658E-10

	
	
	

	Patient’s Gender
	
	

	Normal-vs-Male
	4.335800E-01
	1.897940E-02

	Normal-vs-Female
	1.078960E-01
	<1E-12

	
	
	

	Patient’s Age
	
	

	Normal-vs-Age(21-40Yrs)
	7.839600E-01
	5.8475446707007E-13

	Normal-vs-Age(41-60Yrs)
	1.432570E-01
	<1E-12

	Normal-vs-Age(61-80Yrs)
	1.058390E-01
	1.62447832963153E-12

	Normal-vs-Age(81-100Yrs)
	6.253900E-02
	2.09179999988152E-07

	
	
	

	Nodal Metastasis Status
	
	

	Normal-vs-N0
	7.951700E-02
	<1E-12

	Normal-vs-N1
	6.865400E-01
	1.62447832963153E-12

	Normal-vs-N2
	1.531370E-01
	1.62447832963153E-12

	Normal-vs-N3
	6.185600E-02
	3.25472981899111E-12

	
	
	

	Tumor Histology
	
	

	Normal-vs-IDC
	2.505200E-01
	1.62436730732907E-12

	Normal-vs-ILC
	4.415500E-02
	1.62447832963153E-12

	Normal-vs-Mixed
	7.367700E-02
	4.20040000004285E-07

	Normal-vs-Other
	8.607200E-01
	2.09379999999149E-05

	Normal-vs-Mucinous
	5.356000E-01
	2.186500E-04

	Normal-vs-Metaplastic
	1.393510E-02
	4.299000E-01

	Normal-vs-INOS
	N/A
	N/A

	Normal-vs-Medullary
	6.053000E-01
	3.022200E-01

	
	
	

	Major subclasses
	
	

	Normal-vs-Luminal
	1.151760E-01
	1.62447832963153E-12

	Normal-vs-HER2Positive
	3.573200E-01
	3.561200E-03

	Normal-vs-TNBC
	2.478000E-01
	3.499800E-02

	
	
	

	Menopause Status
	
	

	Normal-vs-Pre-menopause
	3.996400E-01
	<1E-12

	Normal-vs-Perimenopause
	6.708800E-01
	8.604200E-04

	Normal-vs-Post-menopause
	5.888300E-02
	<1E-12

	
	
	

	TP53 Mutation status
	
	

	Normal-vs-TP53 Mutant
	5.090400E-02
	1.62447832963153E-12

	Normal-vs-TP53 Nonmutant
	1.066440E-01
	1.62436730732907E-12

	TP53Mutant-vs-TP53 Nonmutant
	N/A
	7.61460006160064E-10  


Significant values are in bold. 



