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[bookmark: _GoBack]Figure S1 Correlation between RNA-Seq and qRT-PCR for ten randomly selected genes. r (Pearson’s correlation coefficient) was calculated using FPKM values from RNA-Seq in X-axis and 2-ΔΔCt values in Y-axis from qRT-PCR at 24 HAI for the 10 randomly selected genes in HR and LR lines. The selected genes and their primer sequences are shown in Table S12.
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