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Legend: Plots of Out-of-Bag (OOB) error rate against mtry. The number of variables selected at each tree for both data sets.
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Legend: The lollipop plots show the most important nodes after RF selected by MDA and MDG for the 3T
dataset. The most important nodes are defined as MDA 1 SD above the average.
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Legend: The lollipop plots show the most important nodes after RF selected by MDA and MDG for the 7T
dataset. The most important nodes are defined as MDA 1 SD above the average.
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Legend: The lollipop plots show the most important nodes after the first run of RF selected by MDG for the 3T
dataset. The most important nodes are defined as MDA 1 SD above the average.
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Legend: The lollipop plots show the most important nodes after the first run of RF selected by MDA for the 3T
dataset. The most important nodes are defined as MDA 1 SD above the average.
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Legend: The lollipop plots show the most important nodes after the first run of RF selected by MDG for the 7T
dataset. The most important nodes are defined as MDA 1 SD above the average.
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Legend: The lollipop plots show the most important nodes after the first run of RF selected by MDA for the 7T
dataset. The most important nodes are defined as MDA 1 SD above the average.



