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Supplementary Table 1. 
The plant material used in the present study.

	
	
	Investigated by
	

	
	Genotype
	DArTseq
	GISH/FISH

	hexaploid wheat parent
	Mv9kr1
	+
	-

	hexaploid wheat control
	Chinese Spring (CS)
	+
	-

	
	Mv Hombár#1
	+
	-

	
	Mv Hombár#2
	+
	-

	
	Ménrót
	+
	-

	Aegilops parents
	Ae. biuncialis MvGB382
	+
	-

	
	Ae. biuncialis MvGB642
	+
	-

	U genome progenitor 
	Ae. umbellulata AE740/03
	+
	-

	M genome progenitor 
	Ae. comosa MvGB1039
	+
	-

	wheat- Ae. biuncialis amphiploid
	Mv9kr1 – Ae. biuncialis MvGB642
	+
	-

	wheat-Aegilops additions
	CS-Ae. geniculata_1M
	+
	-

	
	CS-Ae. geniculata_2M
	+
	-

	
	CS-Ae. geniculata_3M
	+
	-

	
	CS-Ae. geniculata_4M
	+
	-

	
	CS-Ae. geniculata_5M
	+
	-

	
	CS-Ae. geniculata_6M
	+
	-

	
	CS-Ae. geniculata_7M
	+
	-

	
	CS- Ae. umbellulata_1U
	+
	-

	
	CS- Ae. umbellulata_2U
	+
	-

	
	Mv9kr1- Ae. biuncialis_3U*
	+
	-

	
	CS- Ae. umbellulata_4U
	+
	-

	
	CS- Ae. umbellulata_5U
	+
	-

	
	CS- Ae. umbellulata_6U
	+
	-

	
	CS- Ae. umbellulata_7U
	+
	-

	Mv9kr1-Ae. biuncialis MvGB382 BC3 population
	201345-201422_BC382 (35 genotypes see Supplementary Data S1-S3)
	+
	+

	Mv9kr1-Ae. biuncialis MvGB642 BC3 population
	201008-201201_BC642
(44 genotypes)
	+
	+

	Mv9kr1-Ae. biuncialis MvGB382 BC3F2 population
	232495, 232490
	-
	+



