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Figure S1 Fermentation of a series of CRISPRi-control strains.
A: OD600 of CRISPRi-control strains. B: MVA titre and yield of CRISPRi-control strains 
BB1F：BW25113 zwf-23100 pBSA pFF-dCas9,
BBFd：BW25113 zwf-23100 pBSA pFF-dCas9,
BB1dF：BW25113 zwf-23100 pBSA-sgRNA1-dCas9 pFF,
BBF：BW25113 zwf-23100 pBSA pFF,
BiB1F：BW25113 zwf-23100 pBSA-sgRNA1 pFF-dCas9.

Table S1 Primers used in this study.
	Primer name
	Sequence
	

	homoarm-F
	5'-CGCGGTTGATGGCAGATTTAT-3'

	homoarm-cm-R
	5'-AGACGTGTAATGCTGCAATCTCTGACACTGATCATGTTATG-3'

	cm-23110-F
	5'-CATAACATGATCAGTGTCAGAGATTGCAGCATTACACGTCT-3'

	23110-cm-R
	5'-GCGCGCAAAGTGCGGCAAAACTGATAAAAAAATCATCGTTTTCCATTGGGTAAAAACATGGGAATTAGCCATGGTCC-3'

	23110-zwf-F1
	5'-CACGGGTGGATAAGCGTTTGACGGCTAGCTCAGTCCTAGGTACAGTGCTAGCGTAAGAAAATTACAAGTATACCCTGGC-3'

	23110-zwf-F2
	5'-CGATGATTTTTTTATCAGTTTTGCCGCACTTTGCGCGCTTTTCCCGTAATCGCACGGGTGGATAAGCGTTTGAC-3'

	zwf-R
	5'-GTTATTCACAAACAGGGAGTTAGC-3'

	TESTp-F1
	5'-AGAACTTATTCATCGCATCGTGG-3'

	TESTp-R1
	5'-CTCCTTAAGTTAACTAACCCGGTAC-3'

	TESTp-F2
	5'-CCGGTATCAACAGGGACACC-3'

	TESTp-R2
	5'-ATCAATGTCGACGCGGATCGC-3'

	23104-zwf-F1
	5'-CACGGGTGGATAAGCGTTTGACAGCTAGCTCAGTCCTAGGTATTGTGCTAGCGTAAGAAAATTACAAGTATACCCTGGC-3'

	23105-zwf-F1
	5'-CACGGGTGGATAAGCGTTTTACGGCTAGCTCAGTCCTAGGTACTATGCTAGCGTAAGAAAATTACAAGTATACCCTGGC-3'

	23105-zwf-F2
	5'-CGATGATTTTTTTATCAGTTTTGCCGCACTTTGCGCGCTTTTCCCGTAATCGCACGGGTGGATAAGCGTTTTAC-3'

	23108-zwf-F1
	5'-CACGGGTGGATAAGCGTCTGACAGCTAGCTCAGTCCTAGGTATAATGCTAGCGTAAGAAAATTACAAGTATACCCTGGC-3'

	23108-zwf-F2
	5'-CGATGATTTTTTTATCAGTTTTGCCGCACTTTGCGCGCTTTTCCCGTAATCGCACGGGTGGATAAGCGTCTGAC-3'

	23114-zwf-F1
	5'-CACGGGTGGATAAGCGTTTTATGGCTAGCTCAGTCCTAGGTACAATGCTAGCGTAAGAAAATTACAAGTATACCCTGGC-3'

	23114-zwf-F2
	5'-CGATGATTTTTTTATCAGTTTTGCCGCACTTTGCGCGCTTTTCCCGTAATCGCACGGGTGGATAAGCGTTTTAT-3'

	CUT-sGFP-F
	5'-ACCATGGAATTCGAGCTCGGTACCCGGTTACGCCGCCAGCGCATAG-3'

	23110-sGFP-R
	5'-TGAAAATCTTCTCTCATCCGCCAAAACAGCCTTGACGGCTAGCTCAGTCCTAGG-3'

	23104-sGFP-R
	5'-TGAAAATCTTCTCTCATCCGCCAAAACAGCCTTGACAGCTAGCTCAGTCCTAGG-3'

	23105-sGFP-R
	5'-TGAAAATCTTCTCTCATCCGCCAAAACAGCCTTTACGGCTAGCTCAGTCCTAGG-3'

	23108-sGFP-R
	5'-TGAAAATCTTCTCTCATCCGCCAAAACAGCCCTGACAGCTAGCTCAGTCCTAGG-3'

	23114-sGFP-R
	5'-TGAAAATCTTCTCTCATCCGCCAAAACAGCCTTTATGGCTAGCTCAGTCCTAGG-3'

	zwf O -sGFP-R2
	5'-TTCGCAAGCTCGTAAAAGCAGTACAGTGCACCACTAGTGATTAAAGAGGAGAAATACTAG -3'

	PCR-vector-F
	5'-GGCTGTTTTGGCGGATGAGAGAAGATTTTCA-3'

	PCR-vector-R
	5'-CCGGGTACCGAGCTCGAATTCCATGGT-3'

	GFP-test-F
	5'-TCATCGACTGCACGGTGCAC-3'

	GFP-test-R
	5'-TGCCTGGCAGTTCCCTACTCT-3'

	PKD3-cm-F
	5'-TTGAGCGATTGTGTAGGCTGGAGCTGCTTC-3'

	PKD3-cm-R
	5'-CATATGAATATCCTCCTTAGTTCCTATTCC-3'

	[bookmark: _Hlk41385482]pcr-23118-F
	5'-TTGACGGCTAGCTCAGTCCTAGGTATTGTGCTAGCTGTGGAATTGTGAGCGGATAACAATTTCAC-3'

	pcr-23118-R
	5'-GCTAGCACAATACCTAGGACTGAGCTAGCCGTCAACAGCTCATTTCAGAATATTTGCCAGAACC-3'

	pcr-23102-F
	5'-TTGACAGCTAGCTCAGTCCTAGGTACTGTGCTAGCTGTGGAATTGTGAGCGGATAACAATTTCAC-3'

	pcr-23102-R
	5'-GCTAGCACAGTACCTAGGACTGAGCTAGCTGTCAACAGCTCATTTCAGAATATTTGCCAGAACC-3'

	pcr-23104-F
	5'-TTGACAGCTAGCTCAGTCCTAGGTATTGTGCTAGCTGTGGAATTGTGAGCGGATAACAATTTCAC-3'

	pcr-23104-R
	5'-GCTAGCACAATACCTAGGACTGAGCTAGCTGTCAACAGCTCATTTCAGAATATTTGCCAGAACC-3'

	pcr-23100-F
	5'-TTGACGGCTAGCTCAGTCCTAGGTACAGTGCTAGCTGTGGAATTGTGAGCGGATAACAATTTCAC-3'

	pcr-23100-R
	5'-GCTAGCACTGTACCTAGGACTGAGCTAGCCGTCAACAGCTCATTTCAGAATATTTGCCAGAACCG-3'

	pcr-23119-F
	5'-TTGACAGCTAGCTCAGTCCTAGGTATAATGCTAGCTGTGGAATTGTGAGCGGATAACAATTTC-3'

	pcr-23119-R
	5'-GCTAGCATTATACCTAGGACTGAGCTAGCTGTCAACAGCTCATTTCAGAATATTTGCCAGAACC-3'

	dCas9FF-F
	5'-CCGTAGCGCCGATGGTAGTGTGGGGTCTCCCCATGCGAGAGTAGGG-3'

	dCas9FF-R
	5'-TTATCCGCTCACAATTCCACAGCTAGCATTGTACCAAGGGCTGAGCTAGCTATAAACGTTTCACTTCTGAGTTCGGCAT-3'

	dCas9-F
	5'-AGCTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGACATGGATAAGAAATACTCAATAGGCTTAGCTATC-3'

	dCas9-R
	5'-CCCCACACTACCATCGGCGCTACGGTCAGTCACCTCCTAGCTGACTC-3'

	sgRNA-F1
	5'-AGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGAGTCGGTGCTTTTTTTGGAGCAGGACGCCCGCCATAAAC-3'

	sgRNA-F2
	5'-GTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTTG-3'

	sgRNA-R
	5'-CCGTTGGCTAGCATTATACCTAGGACTGAGCTAGCTGTCAGCTTCGCAACGTTCAAATCCG-3'

	sgRNA3-R
	5'-CTAGCCTTATTTTAACTTGCTATTTCTAGCTCTAAAACTATGGTACAGCTAGACCGTTCCGTTGGCTAGCATTATACCT-3'

	sgRNA2-R
	5'-CTAGCCTTATTTTAACTTGCTATTTCTAGCTCTAAAACCAATTCGCGGGGTTGTTCGTCCGTTGGCTAGCATTATACCT-3'

	sgRNA1-R
	5'-CTAGCCTTATTTTAACTTGCTATTTCTAGCTCTAAAACAAGTTCAGAGGTAGTCATGACCGTTGGCTAGCATTATACCT-3'

	BSA-sgRNA-test-F
	5'-GAAGTGAAACGCCGTAGCGC-3'

	FF-dCas9-test-F
	5'-CTCTACCCAAGCACCGCCAG-3'

	test-sgRNA-R
	5'-GTCGGCAACGACCATATGGTTG-3'

	test-sgRNA-F
	5'-GCAGTGTGACCGTGTGCTTC-3'
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