Supplementary materials
Table S1. Combination status of Emodin and its derivative with MTA3
	No
	Ligand
	Protein
	Docking score (kJ/mol)

	1
	Emodin
	MTA3
	-1.565

	2
	Emodin-derivative
	MTA3
	-1.965




Table S2. E2F1 is predicted as the transcription regulator of MTA3 in Ominer database
	
	Research title
	Subjects
	Approach
	DOI

	1
	Analysis of the HES6- and bicalutamide (BICALU)-regulated AR and E2F1 cistromes in human LNCaP prostate cancer cells
	LNCaP cells (epithelium, human)
	LNCaP prostate cancer cells overexpressing HES6 were treated with 1 μM BICALU prior to E2F1 ChIP-Seq.
	10.1621/SCztyFSMwu

	2
	Analysis of multiple transcription factor cistromes in a variety of human cell lines
	HeLa cells (cervix epithelial, human), MCF-7 cells (epithelium, human)
	HeLa cells were subjected to E2F1 ChIP-Seq.
	10.1621/ypzR6HDpIC




Table S3. E2F1 is predicted as the transcription regulator of Acta2 and Col1a2 in PROMO database
	NC_000010.10:c90753147-90750748
Homo sapiens chromosome 10, GRCh37.p13
Primary Assemble
	Acta2
NM_001141945

	Name
	Sequence
	Position (0-based)
	Strand
	Score
	p-value
	E-value

	E2F1 (PAZAR 1869)
	TTCTGAAAGGA
	1149
	+
	12.04
	7.5E-5
	0.179

	E2F1 (PAZAR 1869)
	TTCTGAAAGAA
	853
	-
	11.45
	0.0005
	1.10

	E2F1 (PAZAR 1869)
	TTCTGAAAG
	855
	-
	11.36
	0.00065
	1.55

	E2F1 (PAZAR 1869)
	TTCTGAAAGA
	854
	-
	11.15
	0.000875
	2.08

	E2F1 (PAZAR 1869)
	TTCTGGAGG
	1841
	-
	11.11
	0.000925
	2.2

	E2F1 (PAZAR 1869)
	TTCTGAAA
	856
	-
	11.1
	0.000925
	2.2

	E2F1 (PAZAR 1869)
	TTCTGAAGG
	1982
	+
	11.08
	0.000975
	2.32

	E2F1 (PAZAR 1869)
	TTCTAAGA
	1842
	-
	10.85
	0.0014
	3.3

	E2F1 (PAZAR 1869)
	TTCTAAAGAATC
	1119
	+
	10.79
	0.00155
	3.7



	NC_000007.13:c94023423-94023922
Homo sapiens chromosome 7, GRCh37.p13
Primary Assemble
	Col1a2
NM_000089

	Name
	Sequence
	Position (0-based)
	Strand
	Score
	p-value
	E-value

	E2F1 (PAZAR 1869)
	CTCTGCAG
	433
	-
	10.48
	0.00265
	1.27

	E2F1 (PAZAR 1869)
	CTCTAGA
	10
	-
	10.26
	0.003625
	1.74

	E2F1 (PAZAR 1869)
	CTCTGCA
	434
	-
	10.25
	0.003725
	1.79

	E2F1 (PAZAR 1869)
	ATCTGCAAATTC
	407
	+
	9.9
	0.0066
	3.2








