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Cluster ID Cluster ID
- f__Acutalibacteraceae - f__Lachnospiraceae - g__Agathobacter . g__Fusicatenibacter
D f__Bacteroidaceae |:| f__Lactobacillaceae D g__Anaerobutyricum |:| g__Lachnoclostridium
[ r_Borkfalkiaceae [l 7_Oscillospiraceae [ ¢__Blautia B ¢__Lachnospira
|:| f__Burkholderiaceae D f__Planococcaceae |:| g__Butyribacter D g__Mediterraneibacter
- f__Butyricicoccaceae . f__Rikenellaceae . g__Choladocola - g__Merdisoma
D f_CAG-508 |:| f__Ruminococcaceae D g__Coprococcus D g__Roseburia
I r_cAG-74 . f__Tannerellaceae . g__Eisenbergiella . g__Ruminococcus
|:| f__Coprobacillaceae |:| f__UBA3700 D g__Enterocloster |:| g__Schaedlerella
- f__Enterococcaceae - f__UBA660 . g__Eubacterium . g__Sellimonas
. f__Erysipelotrichaceae D f__Other . g__Faecalimonas D g__Other



