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Phylum taxa

Bacillota

Unknown

Bacteroidota

Pseudomonadota

Actinomycetota

Uroviricota

Campylobacterota

Fusobacteriota

Verrucomicrobiota

Other phyla
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Metabolism of terpenoids and polyketides Nucleotide metabolism Xenobiotics biodegradation and metabolism

Glycan biosynthesis and metabolism Lipid metabolism

Metabolism of cofactors and vitamins Metabolism of other amino acids

Amino acid metabolism Biosynthesis of other secondary metabolites Carbohydrate metabolism Energy metabolism
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R² = 0.32, p < 0.001 

R² = 0.53, p < 0.001 

R² = 0.07, p = 0.028 

R² = 0.25, p < 0.001 

R² = 0.84, p < 0.001 

R² < 0.01, p = 0.858 

R² = 0.22, p < 0.001 

R² = 0.44, p < 0.001 

R² < 0.01, p = 0.474 

R² = 0.16, p < 0.001 

R² = 0.41, p < 0.001 

R² = 0.02, p = 0.293 

R² = 0.07, p = 0.008 

R² = 0.63, p < 0.001 

R² = 0.03, p = 0.152

R² = 0.01, p = 0.298

R² = 0.22, p = 0.006 

R² = 0.06, p = 0.034 

R² = 0.03, p = 0.072

R² = 0.10, p < 0.151

R² = 0.33, p < 0.001

R² = 0.35, p < 0.001

R² = 0.38, p < 0.001 

R² = 0.12, p = 0.003

R² < 0.01, p = 0.808

R² = 0.06, p = 0.152

R² < 0.01, p = 0.418

R² = 0.22 p < 0.001 

R² = 0, p = 1.00 

R² = 0.1, p = 0.007

R² = 0.20, p < 0.001 

R² = 0.44, p < 0.001 

R² = 0.05, p = 0.069 
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Family taxa

Lactobacillaceae

Unknown

Enterococcaceae

Planococcaceae

Lachnospiraceae

Bacteroidaceae

Oscillospiraceae

Enterobacteriaceae

Bacillaceae

Clostridiaceae

Bifidobacteriaceae

Other families
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