Supplementary Figures
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[bookmark: _Hlk168564975]Figure S1: A: The most abundant bacterial phyla and B: The most abundant bacterial families (X–axis represents % of the abundance of all reads and “remainder” represents the taxa with <1) % abundance).
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[bookmark: _Hlk168564981]Figure S2: The relative abundance of bacterial phyla among individuals (Y–axis represents % of the abundance of all reads).
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[bookmark: _Hlk168564995]Figure S3. The plot shows the bacterial ASVs with significant relative abundance among sampling localities.
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[bookmark: _Hlk168564999]Figure S4. The barplot displays adjusted p-values (FDR-corrected) for each measurement, indicating the significance of differences in bacterial phenotypes between altitudinal groups. The dashed red line indicates the significance level which is 0.05. The black bar represents the significant p value.
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[bookmark: _Hlk168565004]Figure S5. Barplots showing the results of STRUCTURE analyses. The first column contains the bar plots without sampling locality as prior and the second column contains the barplot with sampling locality as prior.
[image: ]
[bookmark: _Hlk168565016]Figure S6. Comparison of expected and observed relatedness estimates (lynchli). Histogram represents the expected relatedness values and red arrow indicating where the observed value lies. P-values indicating expected values were greater than or equal to the observed value. 
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