


Table 1. Differences in the TTD of blood cultures of various strain species in the three blood culture systems and three blood culture bottles
	Organism
	No.
	TTD (hours), median (interquartile range) 
	P value

	
	
	Group A
	Group B
	Group C
	Group D
	Group A vs. B
	Group B vs. C
	Group A vs. C
	Group C vs. D

	
	
	BacT/Alert 3D
	BacT/Alert VIRTUO
	Bactec FX
	
	
	
	

	
	
	BacT/Alert–PF
	BacT/Alert–PF plus
	Bactec–PF
	
	
	
	

	All bacteria
	
	17.25 (13.82–20.88) 
	13.92 (12.15–17.52) 
	11.62 (9.78–15) 
	13.48 (10.68–18.16) 
	 < 0.0001
	 < 0.0001
	 < 0.0001
	0.0014

	Staphylococcus spp
	20
	17.31 (14.98–20.75) 
	16.02 (14.35–17.32) 
	13.31 (11.88–14.10) 
	14.88 (12.84–16.77) 
	1
	0.0034
	 < 0.0001
	0.2597

	Staphylococcus aureus
	10
	15.00 (14.46–16.21) 
	14.43 (13.33–15.96) 
	12.09 (11.00–13.12) 
	13.04 (11.61–13.84) 
	1
	0.0150
	0.0004
	1

	Coagulase-negative staphylococci
	10
	20.20 (17.79–24.60) 
	17.29 (16.24–18.51) 
	13.90 (13.32–15.02) 
	16.54 (15.03–18.46) 
	0.8448
	0.0589
	0.0003
	0.2676

	Streptococcus spp
	38
	14.11 (12.12–16.69) 
	11.88 (10.91–13.99) 
	9.79 (8.80–11.16) 
	10.94 (9.40–12.99) 
	0.2095
	0.0013
	 < 0.0001
	1

	Streptococcus pyogenes
	5
	13.88 (13.38–14.64) 
	11.55 (11.38–11.88) 
	9.63 (9.63–9.72) 
	10.40 (10.16–10.80) 
	1
	0.0445
	0.0004
	1

	Streptococcus agalactiae
	10
	11.86 (11.04–13.02) 
	10.26 (10.11–10.33) 
	7.84 (7.54–8.14) 
	8.68 (8.42–9.01) 
	0.3341
	0.0025
	 < 0.0001
	0.3491

	Streptococcus constellatus/anginosus
	5
	22.10 (21.16–24.08) 
	22.40 (17.34–31.42) 
	21.85 (14.87–36.38) 
	19.58 (14.99–22.05) 
	1
	1
	1
	1

	Streptococcus dysgalactiae
	5
	11.97 (11.55–12.09) 
	11.42 (11.20–11.62) 
	9.77 (9.37–10.43) 
	9.83 (9.53–10.15) 
	1
	0.1121
	0.0067
	1

	Streptococcus pneumoniae
	10
	14.76 (14.29–16.12) 
	13.73 (12.95–14.30) 
	10.93 (10.37–11.16) 
	11.51 (11.03–12.16) 
	1
	0.0109
	 < 0.0001
	1

	Streptococcus mitis/oral
	3
	17.52 (16.56–21.73) 
	13.90 (13.68–15.84) 
	12.02 (10.73–13.08) 
	14.97 (13.62–15.62) 
	0.8461
	0.6775
	0.0134
	0.8461

	Enterococcus spp
	20
	19.84 (17.32–20.99) 
	14.84 (13.59–15.69) 
	12.32 (10.87–13.05) 
	12.99 (11.73–13.67) 
	0.0120
	0.0016
	 < 0.0001
	1

	Enterococcus faecalis
	10
	18.90 (16.94–20.76) 
	14.34 (13.42–16.38) 
	12.45 (10.66–14.36) 
	12.20 (11.40–13.30) 
	0.1669
	0.3202
	0.0002
	1

	Enterococcus faecium
	10
	20.25 (18.08–21.16) 
	15.10 (14.05–15.48) 
	12.32 (11.26–12.53) 
	13.54 (12.84–13.71) 
	0.1929
	0.0064
	 < 0.0001
	0.7005

	Enterobacteriaceae
	45
	13.33 (12.55–14.60) 
	12.33 (11.46–12.69) 
	9.38 (8.80–10.48) 
	10.23 (9.63–11.29) 
	0.0155
	 < 0.0001
	 < 0.0001
	0.3806

	Escherichia coli
	10
	13.15 (12.73–13.60) 
	11.59 (11.38–12.02) 
	8.69 (8.45–9.22) 
	9.69 (9.42–10.27) 
	0.3979
	0.0008
	 < 0.0001
	0.3979

	Klebsiella pneumoniae
	10
	12.43 (12.20–13.02) 
	11.26 (11.04–12.02) 
	8.93 (8.67–9.52) 
	9.74 (9.58–10.15) 
	0.6481
	0.0019
	 < 0.0001
	1

	Enterobacter cloacae complex
	5
	13.22 (12.39–13.93) 
	12.52 (11.96–13.18) 
	10.03 (9.54–10.96) 
	11.28 (10.09–11.58) 
	1
	0.0327
	0.0037
	1

	Klebsiella aerogenes
	5
	12.63 (12.48–13.72) 
	12.32 (11.90–12.47) 
	10.13 (8.99–10.16) 
	10.33 (9.97–10.50) 
	1
	0.0611
	0.0009
	1

	Klebsiella oxytoca
	5
	13.82 (13.27–15.95) 
	12.50 (11.76–13.94) 
	9.83 (9.03–11.47) 
	10.13 (7.87–11.66) 
	1
	0.3259
	0.0139
	1

	Salmonella spp
	10
	15.56 (15.00–16.25) 
	12.86 (12.64–13.30) 
	10.56 (10.45–11.05) 
	11.34 (10.88–11.51) 
	0.4325
	0.0019
	 < 0.0001
	1

	Non-fermenting Gram-negative bacilli
	25
	20.72 (17.68–26.82) 
	16.93 (12.18–19.17) 
	13.93 (9.65–15.48) 
	17.73 (15.31–21.07) 
	0.0043
	0.4277
	 < 0.0001
	0.0031

	Pseudomonas aeruginosa
	10
	17.86 (17.44–18.56) 
	17.59 (16.95–18.81) 
	14.82 (14.19–15.38) 
	15.40 (15.26–16.11) 
	1
	0.0032
	0.0005
	1

	Acinetobacter baumannii
	10
	27.39 (24.18–34.82) 
	11.96 (11.63–12.57) 
	9.47 (9.03–10.64) 
	21.16 (20.66–25.86) 
	0.0060
	0.2674
	 < 0.0001
	0.0007

	Stenotrophomonas maltophilia
	5
	20.83 (17.45–21.14) 
	21.85 (16.53–25.61) 
	19.50 (13.82–23.99) 
	18.38 (15.19–20.58) 
	1
	1
	1
	1

	Rare and fastidious bacteria
	10
	20.09 (19.85–21.93) 
	17.87 (16.92–18.28) 
	15.05 (14.10–16.36) 
	18.16 (16.19–21.01) 
	0.0254
	0.3420
	 < 0.0001
	0.0457

	Haemophilus influenzae
	5
	21.32 (20.12–26.64) 
	17.52 (14.52–18.48) 
	15.02 (12.70–17.02) 
	18.22 (14.76–19.44) 
	0.0836
	1
	0.0046
	0.9876

	Moraxella catarrhalis
	5
	19.92 (19.39–20.09) 
	18.07 (17.63–18.44) 
	15.08 (14.49–16.10) 
	18.10 (16.78–23.88) 
	0.8069
	0.2878
	0.0031
	0.0618

	Candida spp
	25
	24.35 (19.70–29.82) 
	23.68 (16.86–29.32) 
	23.30 (15.23–29.31) 
	28.77 (22.94–32.50) 
	1
	1
	1
	0.1459

	Candida albicans
	10
	27.09 (24.31–28.62) 
	25.82 (23.67–27.69) 
	25.70 (23.01–27.29) 
	28.07 (23.74–29.18) 
	1
	1
	1
	1

	Candida glabrata
	5
	20.52 (19.70–21.02) 
	16.85 (16.69–17.44) 
	14.85 (13.81–15.39) 
	55.53 (54.81–57.34) 
	1
	1
	0.0450
	0.0004

	Candida parapsilosis
	5
	31.33 (31.03–32.98) 
	31.17 (30.28–32.57) 
	33.25 (32.02–34.09) 
	29.78 (29.17–31.07) 
	1
	0.3676
	1
	0.0073

	Candida tropicalis
	5
	17.18 (16.91–17.97) 
	16.67 (15.40–17.60) 
	15.30 (14.20–15.63) 
	14.63 (14.62–15.85) 
	1
	0.4658
	0.0196
	1

	*Including five strains of Staphylococcus epidermidis, two strains of Staphylococcus hominis, two strains of Staphylococcus haemolyticus, and one strain of Staphylococcus capitate.
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Table 2. Differences in the adsorption performance of BacT/Alert-PF, BacT/Alert-PF plus, and Bactec-PF for various antibiotics
	Antibiotic
	ATCC strains
	MIC range/
Inhibition zone diameter
	Detection rate (%) 
	P-value of the detection rate
	TTD (hours), median (interquartile range) 

	
	
	
	Group E
	Group F
	Group G
	
	Group E
	Group F
	Group G

	
	
	
	BacT/Alert-PF
	BacT/Alert-PF plus 
	Bactec-PF
	Group E vs. F
	Group E vs. G
	Group F vs. G
	BacT/Alert-PF 
	BacT/Alert-PF plus
	Bactec-PF 

	Ampicillin
	Enterococcus faecalis ATCC29212
	0.5–2 mg/L
	0/5 (0) 
	5/5 (100) 
	1/5 (20) 
	0.0079
	1
	0.0476
	–
	14.22 (13.88–14.38) 
	18.27

	
	Escherichia coli ATCC25922
	2–8 mg/L
	0/5 (0) 
	5/5 (100) 
	5/5 (100) 
	0.0079
	0.0079
	1
	–
	12.58 (12.35–12.59) 
	11.28 (10.89–11.32) 

	Oxacillin
	Staphylococcus aureus ATCC29213
	0.12–0.5 mg/L
	0/5 (0) 
	5/5 (100) 
	5/5 (100) 
	0.0079
	0.0079
	1
	–
	14.37 (14.12–14.54) 
	22.17 (20.42–22.91) 

	Ceftriaxone
	Escherichia coli ATCC25922
	0.03–0.12 mg/L
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	
	Streptococcus pneumoniae ATCC49619
	0.03–0.12 mg/L
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	Ceftazidime
	Escherichia coli ATCC25922
	0.06–0.5 mg/L
	0/5 (0) 
	0/5 (0) 
	1/5 (20) 
	1
	1
	1
	–
	–
	11.88

	
	Pseudomonas aeruginosa ATCC27853
	1–4 mg/L
	0/5 (0) 
	0/5 (0) 
	5/5 (100) 
	1
	0.0079
	0.0079
	–
	–
	32.58 (19.39–40.69) 

	Cefepime
	Escherichia coli ATCC25922
	0.016–0.12 mg/L
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	
	Klebsiella pneumoniae ATCC700603
	0.5–2 mg/L
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	
	Pseudomonas aeruginosa ATCC27853
	0.5–4 mg/L
	0/5 (0) 
	0/5 (0) 
	5/5 (100) 
	1
	0.0079
	0.0079
	–
	–
	40.27 (22.94–45.42) 

	Cefoperazone/sulbactam
	Escherichia coli ATCC25922
	27–33 mm
	0/5 (0) 
	0/5 (0) 
	2/5 (40) 
	1
	0.444
	0.444
	–
	–
	13.89 (13.22–14.55) 

	
	Pseudomonas aeruginosa ATCC27853
	22–28 mm
	0/5 (0) 
	5/5 (100) 
	5/5 (100) 
	0.0079
	0.0079
	1
	–
	14.50 (14.34–14.64) 
	14.97 (14.63–15.12) 

	Piperacillin/Tazobactam
	Escherichia coli ATCC25922
	1/4–4/4 mg/L
	0/5 (0) 
	5/5 (100) 
	3/5 (60) 
	0.0079
	0.167
	0.444
	–
	11.83 (11.58–11.95) 
	12.22 (11.72–12.73) 

	
	Pseudomonas aeruginosa ATCC27853
	1/4–8/4 mg/L
	0/5 (0) 
	5/5 (100) 
	5/5 (100) 
	0.0079
	0.0079
	1
	–
	15.88 (15.86–16.44) 
	16.88 (16.05–17.15) 

	Meropenem
	Staphylococcus aureus ATCC29213
	–
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	
	Escherichia coli ATCC25922
	0.008–0.06 mg/L
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	
	Streptococcus pneumoniae ATCC49619
	0.03–0.25 mg/L
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	
	Pseudomonas aeruginosa ATCC27853
	0.12–1 mg/L
	0/5 (0) 
	0/5 (0) 
	0/5 (0) 
	1
	1
	1
	–
	–
	–

	Amikacin
	Escherichia coli ATCC25922
	0.5–4 mg/L
	5/5 (100) 
	5/5 (100) 
	5/5 (100) 
	1
	1
	1
	13.68 (13.36–13.76) 
	12.53 (12.17–12.71) 
	10.78 (10.69–10.94) 

	
	Pseudomonas aeruginosa ATCC27853
	1–4 mg/L
	5/5 (100) 
	5/5 (100) 
	5/5 (100) 
	1
	1
	1
	17.08 (16.82–17.23) 
	16.05 (15.97–16.21) 
	15.60 (15.58–15.85) 

	Vancomycin
	Streptococcus pneumoniae ATCC49619
	0.12–0.5 mg/L
	0/5 (0) 
	3/5 (60) 
	2/5 (40) 
	0.167
	0.444
	1
	–
	21.82 (18.33–31.67) 
	30.97 (29.85–32.08) 

	
	Staphylococcus aureus ATCC29213
	0.5–2 mg/L
	0/5 (0) 
	5/5 (100) 
	5/5 (100) 
	0.0079
	0.0079
	1
	–
	14.20 (14.10–14.62) 
	23.85 (21.13–25.96) 

	
	Enterococcus faecalis ATCC29212
	1–4 mg/L
	5/5 (100) 
	5/5 (100) 
	5/5 (100) 
	1
	1
	1
	44.83 (40.49–48.92) 
	13.50 (13.33–13.50) 
	12.02 (11.59–12.16) 
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