Supplementary Material 1: Fig. S1. Comparison of the borders of large single-copy (LSC), inverted repeat (IR), and small single-copy (SSC) regions among 60 Artemisia plastomes. JLB (IRb /LSC), JSB (IRb/SSC), JSA (SSC/IRa) and JLA (IRa/LSC) denote the JSs between each corresponding region in the genome. Fig. S2. Maximum-likelihood (ML) tree constructed using 79 CDS of plastomes. Fig. S3. Bayesian inference (BI) tree constructed using 79 CDS of plastomes.
Supplementary Material 2: Table S1. Information for newly sampled taxa with Genbank accession number for plastome sequences. Table S2. Information for plastomes downloaded from NCBI. Table S3. The nucleotide variability (Pi) values of protein coding genes (CDS) and intergenic regions in 72 Artemisia plastomes. Table S4. The number of different kinds of SSRs in each plastome.
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