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Supplemental Figure 1. Principal components (PC) generated by sparce PC analysis for the plasma metabolome in the prepartum. 

Panels A, B, C, D, and E show PC1, 2, 3, 4, and 5, respectively. AA, amino acids; CHO, carbohydrates. Figure created using 

GraphPad Prism version 8.4.3 for Windows, GraphPad Software, San Diego, California, USA. 



 
Supplemental Figure 2. Principal components (PC) generated by sparce PC analysis for the plasma metabolome at parturition. 

Panels A, B, C, D, and E show PC1, 2, 3, 4, and 5, respectively. AA, amino acids; CHO, carbohydrates. Figure created using 

GraphPad Prism version 8.4.3 for Windows, GraphPad Software, San Diego, California, USA. 

  



 

Supplemental Figure 3 Principal components (PC) generated by sparce PC analysis for the plasma metabolome on the day of 

metritis diagnosis. Panels A, B, C, D, and E show PC1, 2, 3, 4, and 5, respectively. AA, amino acids; CHO, carbohydrates. Figure 

created using GraphPad Prism version 8.4.3 for Windows, GraphPad Software, San Diego, California, USA. 

  



 

Supplemental Figure 4 Principal components (PC) generated by sparce PC analysis for the uterine metabolome at parturition. 

Panels A, B, C, D, and E show PC1, 2, 3, 4, and 5, respectively. AA, amino acids; CHO, carbohydrates. Figure created using 

GraphPad Prism version 8.4.3 for Windows, GraphPad Software, San Diego, California, USA. 

  



 

Supplemental Figure 5 Principal components (PC) generated by sparce PC analysis for the uterine metabolome on the day of 

metritis diagnosis. Panels A, B, C, D, and E show PC1, 2, 3, 4, and 5, respectively. AA, amino acids; CHO, carbohydrates. Figure 

created using GraphPad Prism version 8.4.3 for Windows, GraphPad Software, San Diego, California, USA. 

 


