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Figure S1. Functional analysis of DEGs and four hub genes. (A-B) GO and KEGG functional enrichment analysis of DEGs. (C) PPI network analysis revealed genes directly associated with four hub genes. (D-E) GO and KEGG functional enrichment analysis was conducted on four hub genes and their directly related genes.
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Figure S2. The nomogram model has high predictive consistency. (A-C) Draw calibration plot to verify the accuracy of the nomogram model in predicting 1-, 3-, and 5-year survival rates.
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Figure S3. The value of four hub genes in predicting OS in LUAD. (A-D) Based on the LUAD cohort of TCGA database, analyze the expression differences of four hub genes in LUAD and normal lung tissues. (E-H) The prognostic differences of four hub genes in LUAD patients with EGFR mutation. (I) Immunohistochemistry showed the expression levels of PSMD11 and G3BP1 in normal lung and LUAD tissues through HPA database. (J) PSMD11 immunohistochemical staining of a 160 spot LUAD tissue microarray. (K, L) The protein expression of PSMD11 in LUAD samples of different clinical stages (magnification: 400x) was shown by histogram.
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Figure S4. The correlation between PSMD11 and infiltrating immune cells and immune related molecules. (A-B) The expression of PSMD11 was positively correlated with the propotion of M0/M1 macrophages. (C-F) The expression of PSMD11 was negatively correlated with the propotion of monocytes, memory B cells, resting dendritic cells, and resting mast cells. (G-I) The expression of PSMD11 is positively correlated with immune related molecules HLA-A, HLA-B, and PD-1.
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Figure S5. Knocking down PSMD11 in OSI-resistant cells could inhibit cell proliferation and promote cell apoptosis. (A) Western blot was used to detect the protein expression of PSMD11 in OSI-sensitive cells (PC9, H1975) and OSI-resistant cells (PC9OR, H1975OR). (B) Colony formation assay was used to detect the cell proliferation of PC9, PC9OR, H1975, and H1975OR cells treated with six different concentrations of OSI. (C) Flow cytometry was used to detect the apoptosis of PC9, PC9OR, H1975, and H1975OR cells treated with three different concentrations of OSI. (D) Colony formation assay was used to detect the effects of individual or combined treatment with PSMD11-siRNA and OSI on the cell proliferation of PC9OR and H1975OR cells. OSI: osimertinib.
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