Supplementary Table S1

Comorbidities

# Gender Age Nationality Severity Living Status HbA1C % Diabetes Hypertension Cardiovascualr Cerebrovascular GERD/Peptic ulcer disease Renal Disease/Transplant Liver Disease/Transplant Asthma Dyslipidemia Previous infectious Other Comorbidities Day(s) of sample collection ANA text results

(A=Alive, D= Mellitus disease disease (PUD) diseases (TB, HBV, HCV, (relative to ICU admission)

Deceased) Malaria etc)
ICU_1 M 70 Non Qatari Critical D NA 1 0 IschemicHD 0 0 0 0 0 0 0 0 negative
ICU_2 M 40 Non Qatari Severe A 6.9 1 0 0 0 0 0 0 0 0 0 0 negative
ICU_7 M 54 Non Qatari Severe A 6.3 1 1 CAD/CABG 0 0 0 0 0 0 0 0 negative
ICU_8 M 56 Non Qatari Critcal D 7.3 1 1 0 Stroke 0 0 0 0 0 0 Cancer of tounge/Cataract negative
ICU_24 ND ND ND ND ND ND ND ND ND ND ND ND ND 9;23;30 positive
ICU_83 ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
ICU_47 ND ND ND ND ND ND ND ND ND ND ND ND ND ND equivocal
ICU_3 ND ND ND ND ND ND 0 0 0 0 0 0 0 ND equivocal
ICU_4 ND ND ND ND ND ND 0 0 0 0 0 0 0 ND equivocal
ICU_26 ND ND ND ND ND ND 0 ESRD 0 0 1 0 hyperuricemia ND equivocal
ICU_57 ND ND ND ND ND ND 0 0 0 0 1 0 0 ND equivocal
ICU_S ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
ICU_6 ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
ICU_S ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym4 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym5 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym9 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym11l Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym13 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym17 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym18 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym103 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym107 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym580 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym645 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym754 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym1371 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym1791 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND
Asym18 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND

AsymAJ83 Asymptomatic ND ND ND ND ND ND ND ND ND ND ND ND ND ND ND



Supplementary Table S2

GeneSymbol | Uniprot | start-end
ADAMTS17|Q8TES56|1035-1125

AHI1|Q8N157|855-945
ANKK1|Q8NFD2|495-585
APC2|095996| 1-90
ARHGAP24| Q8N 264|405-495
BAIAP3|094812|315-405
BTBD1|Q9HOC5 | 360-450
C110rf42| Q8N5U0| 225-315
LOC100128270|nan|1-90
HMCES|Q96FZ2 |45-135
LRRC73|Q5ITD7|135-225
CARD10|Q9BWT7|405-495
LOC100288406 | nan| 1-90
DDX42|Q86XP3|90-180%
DMXL1|Q9Y485|675-765
DUSP7|Q16829]1-90
FAM90A3 |nan | 135-225
FAM92A | AXBSS | 45-135
FGD6|Q62V73|495-585
FLI46552|nan |90-180
ADGRA3 | Q8IWK6|810-900
IFT172|Q9UGO1|270-360
KALRN | 060229 2430-2520
KANK2|Q632Y3|90-180
KCNT2|Q6UVM3 | 495-585
KIFC2| Q96ACS | 405-495
KRTAPS5-2|Q701N4|45-135
LGALS14|Q8TCE9|45-135
LOC100288050 | nan| 1-90
L0C100289224|nan|1-90
LOC100289634|nan|1-90
LOC100294071 | nan|855-945

LOC100294386|nan|1485-1575

LOC197350| nan|360-450
LOC440577 |nan|90-180
LY6G6F|Q55Q64|135-225
MOCOS|Q96EN8|180-270
MSRB3|Q8IXL7|45-135
NAV1|Q8NEY1|270-360
NCAN|014594|495-585
NFATC1| 095644 |540-630
NFATC4|Q14934|135-225
NOD2|Q9HC29|540-630
NUB1|Q9Y5A7|180-270
OCRL|Q01968|360-450
PATL1|Q86TB9|720-810
PATL2|C9JE40|1-90
PATL2|C9JE40|135-225
PCDHB15|Q9YS5E8|360-450
PLCB2|Q00722|855-945
PLCG2|P16885|810-900
PRDX3|P30048 | 135-225
RAPGEF2|Q9Y4G8|225-315
ROBO2|Q9HCK4|540-630
RSU1|Q15404 |45-135*
RUNDC3B|Q96NL0|405-495
RWDD1|Q9H446|45-135
MTREX|P42285|585-675*
SLC25A36|Q96CQ1|1-90
SNX19|Q92543|450-540
SPTBN5|QINRC6 | 360-450
TIAM2|Q8IVF5|1350-1440
TIE1|P35590|270-360
TP53RK| Q96544 |180-270
TRAF6|QY4K3 | 180-270
TRANK1]|015050|1035-1125
TTN|Q8WZ42|2295-2385
CARD8|Q9Y2G2|1-90
VPS13D|Q5THJ4|2880-2970
CFAP52|Q8N1V2|1-90
WNK2|F8W9F9|585-675
XCR1|P46094|1-90
ZNF598|Q86UK7[135-225
ZP1|P60852|1-90
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TITSPRLAALTYKCTRDQWTVYCRVIREKNLCQDMRWYQRCCQTCRDFYANKMRQPPPNS
TFLFAGSEDGIVYVWNPETGEQVAMYSDLPFKSPIRDISYHPFENMVAFCAFGQNEPILLYIYDFHVAQQEAEMFKRYNGTFPLPGIHQS
TPLHVAAYFGHVSLVKLLTSQGAELDAQQRNLRTPLHLAVERGKVRAIQHLLKSGAVPDALDQSGYGPLHTAAARGKYLICKMLLRYGAS
MASSVAPYEQLVRQVEALKAENSHLRQELRDNSSHLSKLETETSGMKEVLKHLQGKLEQEARVLVSSGQTEVLEQLKALQMDITSLYNLK
SVHKLDVSRSPPLMVKKNPAFNKGSGIVTNGSFSSSNAEGLEKTQTTPNGSLQARRSSSLKVSGTKMGTHSVQNGTVRMGILNSDTLGNP
KGMGRYFKQIVKSARANGTAGPTEDHTDDFLGCLNIPVREVPVAGVDRWFKLEPRSSASRVQGHCHLVLKLITTQRDTAMSQRGRSGFLS
IVGFGLYGSIHGPTDYQVNIQIIEYEKKQTLGQNDTGFSCDGTANTFRVMFKEPIEILPNVCYTACATLKGPDSHYGTKGLKKVVHETPA
VRPNLSIMPPLAPTSAPADTTEAADVPPPVPAPPTPPPQEGPEDKPTRFSYKGRNPFWRGPQILSENWLFSPRSPPPGAQGGGPRDPDGH
MVTPAGCLGGRNQGPREIPGTAFPRSSRAGQTGQAVSGAQVSSWRERQPCSGSRGPLHILGTDGNVDTTGKLGLVPTPPRIQKETKQGAL
PQSNSPVLLSRLHFEKDADSSERIIAPMRWGLVPSWFKESDPSKLQFNTTNCRSDTVMEKRSFKVPLGKGRRCVVLADGFYEWQRCQGTN
LLPPDGAKSGLKELTLSANPGITPKGWSRLAIAVAHSSQVRVLNLDYNPLGDHVAGMLAVAVASSRTLEVLDLEGTGLTNQSAQTLLDMV
QLQYSQSLIEKDQYRKQVRGLEAERDELLTTLTSLEGTKALLEVQLQRAQGGTCLKACASSHSLCSNLSSTWSLSEFPSPLGGPEATGEA
MPVPGSWQHSGLHTLLGFTFVAGSLQTRPMTNTVSSGQSKGRAQRQAVVQLPVRKRPTSGETGQTKGSEKCDLGVVEALGKGKGRSELPH
IPAENSPTRQQFHSKPVDSDSDDDPLEAFMAEVEDQAARDMKRLEEKDKERKNVKGIRDDIEEEDDQEAYFRYMAENPTAGVVQEEEEDN
LNIEECSLTQQNKSTVDVAFQDPSAVYSELILWRVDPVGPLSFSGGVSELARINSLHVSAFSNVAWLPTLIPSYCLGAYCNSPSACFVAS
MKNQLRGPPARAHMSTSGAAAAGGTRAGSEPGAGSGSGAGTGAGAATGAGAMPCKSAEWLQEELEARGGASLLLLDCRPHELFESSHIET
STEPSDYLRVASGPMPVHTTSKRPRVDPVLADGSATEMSDRGSVLASLSPLRKASLSSSSSLGPKERQTGAAADIPQPAVRHQGREPLLY
DKADLLVNEINAYAATETPHLKLGLMNFADEFAKLQDYRQAEVERLEAKVVEPLKTYGTIVKMKRDDLKATLTARNREAKQLTQLERTRQ
PKKPQRHSLPATGVLKKAASEELLEKSSYPSSEEKSSEKSLERNHLQHLCAQNRGVSSSFDMPKRASEKPVWKLPHPILPFSGNPEFLKS
DFANLEDNFCFHSTSRFLKIQSPLKRASHPSGLFVAFDEPRHSLRDQ
VFVGGITQTRNASICQAVGIILHYSTLATVLWVGVTARNIYKQVTKKAKRCQDPDEPPPPPRPMLRFYLIGGGIPIIVCGITAAANIKNY
RRSIWEEAKPKEITNLYTITALAWKRDGSRLCVGTLCGGVEQFDCCLRRSIYKNKFELTYVGPSQVIVKNLSSGTRVVLKSHYGYEVEEV
ILGNKVSVKETNSSEESECDDLDPNTSMEILNPNFIQEVAPEFLVPLVDVTCLLGDTVILQCKVCGRPKPTITWKGPDQNILDTDNSSAT
ASGDSRHSAYSYCGRGFYPQYGALETRGGFNPRVERTLLDARRRLEDQAATPTGLGSLTPSAAGSTASLVGVGLPPPTPRSSGLSTPVPP
ESTFFAEYEGKSFTYASFHAHKKFGVCLIGVRREDNKNILLNPGPRYIMNSTDICFYINITKEENSAFKNQDQQRKSNVSRSFYHGPSRL
LKGNIRVLCRLRPGTSSSLVSVEPGPGGTVTTCYRGRHRRFRLDWVFPPDASQEEVFRELEPAVLSCLRGYSVCIFTYGQTGTGKTYSME
SSSCGGCGSRCYVPVCCCKPVCSWVPACSCTSCGSCGGSKGGCGSCGGSKGGCGSCGGSKGGCGSCGCSQSSCCKPCCCSSGCGSSCCQS
GSCVIITGTPILTFVKDPQLEVNFYTGMDEDSDIAFQFRLHFGHPAIMNSCVFGIWRYEEKCYYLPFEDGKPFELCIYVRHKEYKVMVNG
MCIFLKLYFSPISIHILTSLISISSWGRRGLTSDAAASLCTGSPGAVFAHLLQLGHLARAWRGKHRGVFNTQLDVKKPRRQYHTVVYGKV
MPTLPRPSQTPKPEPPGKRLPTGHNTQAETRGEADQKKGRRARNPASGAQGTCVPRRTHTQTDRDRKRGRRKEREGREGERERERERLKR
MPSSPKPRLQPWPGRGHSQNGILSPAALEEGAGMELSQFCVETTFGEREAGFRPRSWGGGFHLPVLHRRMAPPSPCTSALLDSLKRLPEK
IHMEVRPYKCEECGKTFKWFPDLTNHKRIHTGEKPYKCEECGKTFTCSSSLIKHKRSHTGDRPTSAKNVAKPLGGSQTLLNISKHKRIHT
PERHARSEWSPLPRMWAEQPAVCPVFPPAPLCAGLCVRQSIRECALGSLVRLARGPNLPPVFVLGAISPWGPCLPLILPGIAPPLAEPGH
GYVAYRDDKGSDFIQTLVEVLRANPGRDLLELLTEVNRRVCEQEVLGPDCDELRKACLEIRSSLRRRLCLQA
TPPVVLRFKCGSGPVHISGQHLVAVEEDAESEDEEEEDVKLLSISGKRSAPGGGSKVPQKKVKLAVDEDDDDDDDDDDDDFDDEEAEEKV
ADGSPCNVLLCSVVPSRRMDSVTWQEGKGPVRGRVQSFWGSEAALLLVCPGEGLSEPRSRRPRIIRCLMTHNKGVSFSLAASIDASPALC
EERSASASNPDCQLPHLFCYPAQSNFSGVRYPLSWIEEVKSGRLHPVSTPGKWFVLLDAASYVSTSPLDLSAHQADFVPISFYKIFGFPT
SQQELRKRLTPLQYHVTQEKGTESAFEGEYTHHKDPGIYKCVVCGTPLFKSETKFDSGSGWPSFHDVINSEAITFTDDFSYGMHRVETSC
NLEETMSSLRGSQVTHSSLEMTCYDSDDANPRSVSSLSNRSSPLSWRYGQSSPRLOAGDAPSVGGSCRSEGTPAWYMHGERAHYSHTMPM
PEPGLQGGMEASAQPPTSEAAVNQMEPPLAMAVTEMLGSGQSRSPWADLTNEVDMPGAGSAGGKSSPEPWLWPPTMVPPSISGHSRAPVL
GRKNTRVRLVFRVHVPQPSGRTLSLQVASNPIECSQRSAQELPLVEKQSTDSYPVVGGKKMVLSGHNFLQDSKVIFVEKAPDGHHVWEME
SPPPRPAPSPGTWESQPARSVRLGGPGGGAGGAGGGRVLECPSIRITSISPTPEPPAALEDNPDAWGDGSPRDYPPPEGFGGYREAGGQG
RGRLPTLLHLGRLALWGLGMCCYVFSAQQLQAAQVSPDDISLGFLVRAKGVVPGSTAPLEFLHITFQCFFAAFYLALSADVPPALLRHLF
LKEKQIQRTKRGLEILAKRAAETVVDPEMTPYLDIANQTGRSIRIPPSERKALMLAMGYHEKGRAFLKRKEYGIALPCLLDADKYFCECC
RFVFHNTTFCIVNSHLAAHVEDFERRNQDYKDICARMSFVVPNQTLPQLNIMKHEVVIWLGDLNYRLCMPDANEVKSLINKKDLQRLLKF
ATRELLRIPQAALAKPISIPTNLVSLFSRYVDRQKLNLLETKLQLVQGIR
MNCLEGPGKTCGPLASEEELVSACQLEKEEENEGEEEEEEEDEEDLDPDLDPDLEEEENDLGDPAVLGAVHNTQRALLSSPGVKAPGMLG
LFCSLLTSWPPRFSHLTQLHPRHQRILQQQQHSQTPSPPAKKPWSQQPDPYANLMTRKEKDWVIKVQMVQLQSAKPRLDDYYYQEYYQKL
PETEVALFRIRDRDSGENGKMICSIQDDVPFKLKPSVENFYRLVTEGALDRETRAEYNITITITDLGTPRLKTEQSITVLVSDVNDNAPA
NGALAPTSNGSPAARAGAREEAMKEAAEPRTASLEELRELKGVVKLQRRHEKELRELERRGARRWEELLQRGAAQLAELGPPGVGGVGAC
YGTRIQQYFPSNYVEDISTADFEELEKQIIEDNPLGSLCRGILDLNTYNVVKAPQGKNQKSFVFILEPKQQGDPPVEFATDRVEELFEWF
SHFSHLAWINTPRKNGGLGHMNIALLSDLTKQISRDYGVLLEGSGLALRGLFIIDPNGVIKHLSVNDLPVGRSVEETLRLVKAFQYVETH
IAQQDYCRILNQVEKNMQKVEEEGEIVMVKEHRELDRTGTRKGHIVIKGTSERLTMHLVEEHSVVDPTFIEDFLLTYRTFLSSPMEVGKK
PSKPQVTDVTKNSVTLSWQPGTPGTLPASAYIIEAFSQSVSNSWQTVANHVKTTLYTVRGLRPNTIYLFMVRAINPQGLSDPSPMSDPVR
VLSHNKLTMVPPNIAELKNLEVLNFFNNQIEELPTQISSLQKLKHLNLGMNRLNTLPRGFGSLPALEVLDLTYNNLSENSLPGNFFYLTT
DPGQSQEGDGKQDTLNVMSEGKEDTPSLLGLCGSLTSVASYKSLTSLKSNDYLASPTTEMTSPGLTPS
ETVQTTLKFTYSEKYPDEAPLYEIFSQENLEDNDVSDILKLLALQAEENLGMVMIFTLVTAVQEKLNEIVDQIKTRREEEKKQKEKEAEE
EKSFYQFQHYRAIPGVVEKVKNSEEQYNKIVIPNEESVVIYYKIRQQLAKLGKEIEEYIHKPKYCLPFLQPGRLVKVKNEGDDFGWGVVV
MSQRDTLVHLFAGGCGGTVGAILTCPLEVVKTRLQSSSVTLYISEVQLNTMAGASVNRVVSPGPLHCLKVILEKEGPRSLFRGLGPNLVG
TADKEIEQGDVTASVTALLEGPEKTCPSRPSCLEKDLTNDVSSLDPTLPPVLLSSSPPGPLSSATFSFEPLSSPDGPVIIQNLRITGTIT
LSQCWAGLEWAEAARSQALQQRLLQLQRLETLARRFQHKAALRESFLKDAEQVLDQARAPPASLATVEAAVQRLGMLEAGILPQEGRFQA
TVFVFKRAVILVYKENCKLKKKLPSNSRPAHNSTDLDPFKFRWLIPISALQVRLGNPAGTENNSIWELIHTKSEIEGRPETIFQLCCSDS
QCPGISGCRGLTFCLPDPYGCSCGSGWRGSQCQEACAPGHFGADCRLQCQCQNGGTCDRFSGCVCPSGWHGVHCEKSDRIPQILNMASEL
LIDFGLSFISALPEDKGVDLYVLEKAFLSTHPNTETVFEAFLKSYSTSSKKARPVLKKLDEVRLRGRKRSMVG
DCPRRQVSCDNCAASMAFEDKEIHDQNCPLANVICEYCNTILIREQMPNHYDLDCPTAPIPCTFSTFGCHEKMQRNHLARHLQENTQSHM
TGKTTCCLYRLWKKFHVYWEKAEQAGSPLLAKQVWLKRRLEVEPGKESPGGEEEEEEEDEEEEDSIEVETVESIDEQEYEACAGGAGVEP
EGKWYHNDVELKSNGKYTITSRRGRQNLTVKDVTKEDQGEYSFVIDGKKTTCKLKMKPRPIAILQGLSDQKVCEGDIVQLEVKVSLESVE
RIASGTRLSIPITSNTLIYYHPHPEDIKFHLYLVPSDALLTKAIDDEEDRFHGVRLQTSPPMEPLNFGSSYIVSNSANLKVMPKWISSL
PKRRQPFVPFALRNHTGCTLWFATLTTTPTRAALSHSGSPGVVPEGNGTFLDDTHNVSEWREVLTGEEIPFEFEARGKLRHRHTHDLRIH
MDNKISPEAQVAELELDAVIGFNDIILWDYKNRELLARLSLHKGKIEALAFSPNDLYLVSLGGPDDGSVVVWSIAKRDAICGSPAAGLNV
PPEPEEPEADQHLLPPTLPTSATSLASDSTFDSGQGSTVYSDSQSSQQSVMLGSLADAAPSPAQCVCSPPVSEGPVLPQSLPSLGAYQQP
MESSGNPESTTFFYYDLQSQPCENQAWVFATLATTVLYCLVFLLSLVGNSLVLWVLVKYESLESLTNIFILNLCLSDLVFACLLPVWISP
QHMRRQHELFCCRLCLQHLQIFTYERKWYSRKDLARHRMQGDPDDTSHRGHPLCKFCDERYLDNDELLKHLRRDHYFCHFCDSDGAQDYY
MAGGSATTWGYPVALLLLVATLGLGRWLQPDPGLPGLRHSYDCGIKGMQLLVFPRPGQTLRFKVVDEFGNRFDVNNCSICYHWVTSRPQE



Supplementary Figure 1
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UniprotID| start position- end position: see Supplementary table S2) and reference sequence of SARS-CoV2

(https://covid-19.uniprot.org/) proteins. Color code indicates maximum peptide length as shown in legend.

Figure S1: Sequence match (peptide length) between differentially enriched human peptides (x-



https://covid-19.uniprot.org/

