SUPPLEMENTAL APPENDIX
Table.S1 51 frequently mutated genes in myeloid neoplasms
	AXSL1
	CEBPA
	GATA2
	MPL
	PIGA
	STAG2

	AXSL2
	CSF3R
	IDH1
	MYD88
	PTEN
	TET2

	BCOR
	CSMD1
	IDH2
	NOTCH1
	PTPN11
	TP53

	BCORL1
	DNMT3A
	IL7R
	NPM1
	RUNX1
	U2AF1

	BIRC3
	ETNK1
	JAK1
	NRAS
	SETBP1
	WT1

	BRAF
	ETV6
	JAK2
	PAX5
	SETD2
	ZRSR2

	CALR
	EZH2
	JAK3
	PDGFRA
	SF3B1
	

	CBL
	FBXW7
	KIT
	PDGFRB
	SH2B3
	

	CDKN2A
	FLT3
	KRAS
	PHF6
	SRSF2
	



Figure.S1 Combination MRD levels and KIT mutation to analyze the role of Allo-HCT in CR1 a, b DFS and OS for KIT mutated patients with MRD-L c, d DFS and OS for KIT mutated patients with MRD-H e, f DFS and OS for KIT wild patients with MRD-L g, h DFS and OS for KIT wild patients with MRD-H.
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