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Figure S1. A: Core dilution curve. B: Pan dilution curve of sequenced data.
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[bookmark: _Hlk163994112]Figure S2. Ten most abundant classes of endophytic bacteria (A), endophytic fungi (B), epiphytic bacteria (C) and epiphytic fungi (D). Sample group abbreviations: CK = control, LR = low temperature rotten fruit; LU = low temperature healthy fruit; RR = room temperature rotten fruit; RU = room temperature healthy fruit.
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Figure S3. Network analysis of the microbiota of the endophytic (A) and epiphytic (B) groups of plums using the cc20 bacteria and fungi species with the greatest absolute abundance. A coefficient greater than 0.8 or < -0.8, and P < 0.01 was used. Node colors represent fungal species (orange) and bacterial taxa (green). Red edges signify a positive correlation, while green edges indicate a negative correlation between relative abundance profiles. The size of the nodes reflects the degree profiles.
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Figure S4. Number of ARGs identified in the endophytic (A) and epiphytic (B) microbiota of plum fruit. Sample group abbreviations: CK = control, LR = low temperature rotten fruit; LU = low temperature healthy fruit; RR = room temperature rotten fruit; RU = room temperature healthy fruit.
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