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SREBF1 is a Potential Prognostic and Immunological Biomarker in Pan-Cancer
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Fig S1. 在泛癌中，SREBF1在不同性别、Stage、年龄中的差异分析.
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Fig S2. SREBF1在泛癌中的诊断价值.
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Fig S3. SREBF1在泛癌中的Cox proportional hazards model analysis.
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Fig S4. 泛癌中，SREBF1与免疫评分和基质评分的相关性. (A) SREBF1与基质评分的相关性. (B) SREBF1与免疫评分的相关性.
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Fig S5. SREBF1在泛癌中与免疫细胞的相关性.
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Fig S6. SREBF1在泛癌中的功能和通路富集分析. (A) SREBF1在功能富集分析
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