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	Motif
	Amino acid sequence
	E-value
	Width

	Motif1
	KMDKASMLDEAIEYVKELQEQ
	1.4e-923
	21

	Motif2
	RRRREKJNERLRALRSLVPGC
	3.7e-840
	21

	Motif3
	VYIHVRARRGQATDSHSJAE
	3.7e-210
	20

	Motif4
	QFIVQSRNERWAYAIFWQATKDINGNFLLSWGGGHFQGTQQCSVPNKLANNGDDQHKFGVKRGIQDNYSDIDHLVDGHVPDPEWFYMMSITNSFVAGDGI
	2.7e-124
	100

	Motif5
	EIEVKIVESEALIKIQCRKRKGPLL
	8.5e-123
	25

	Motif6
	KLMEALEELGLDVVHASVSTVGD
	4.8e-130
	23

	Motif7
	AFSSGAYAWLAGEHELKLYDCERAKEANVQGIQTLVCIPTAYGVVELGSTEIIQEDLDLLLLAKALFG
	1.8e-107
	68

	Motif8
	EGAKQDLRSKGLCLVPISSTSPVYSEN
	2.9e-077
	27

	Motif9
	IWLHENMFSIMDDYCVVDPSLLFSGHGQNDLCWPENVVGGGVELSPPFRLPEVYFQG
	2.0e-070
	57

	Motif10
	KSLKNKEEVESQRMTHIAVE
	7.1e-062
	20

	Motif11
	VLYSLSVKVEDGCQLTSVDEIAGAVHQML
	2.6e-050
	29

	Motif12
	VRKQPIGPGETSTSTCQSYSGRSNFKGLLQSDLKVVTKRGRKNSKARGETPPNHVEA
	2.7e-047
	57

	Motif13
	VEFLSMKLAAVNPRL
	7.7e-042
	15

	Motif14
	IYTTHVPINEPEVNGPAYFNKRHTERNQKMSYSITVQGVVDSKGVFTDVCIGWPGSMSDDKILENSALSQRASGGLLKDVWIVGNRGYPLMDWMLVPYAQ
	1.4e-036
	100

	Motif15
	TPQKVGNEKVKKPKRKNVKJSTDPQSVAA
	1.3e-035
	29



