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Supplementary Figure S1. Morphological characterization of the divergent quail lines selected for sociability and exposed to early enriched social environment. A. Body mass quantified on the hatching day in groups of quail selected for a high or low level of sociability (S+ and S-, respectively; n = 10 by lines and sex) and two mixed groups: S+(-) (n = 13 male and 15 female quail) and S-(+) (n = 17 male and 14 female quail), each containing 50% S+ and 50% S- quail. B. Body mass at the age of 3 weeks. C-D. Cloacal gland area normalized by body mass at the age of 3 weeks. D. Cloacal opening normalized by body mass at the age of 3 weeks.  Morphological data were analyzed by two-way ANOVAs (A-B) or one-way ANOVAs followed by Holm-Sidak's post-hoc test when the interaction was significant (C-D). **p < 0.01, ***p < 0.001.
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Supplementary Figure S2. Photomicrographs illustrating the quantification methods for brain structures and for mesotocin (MT) and aromatase (ARO) immunoreactive cells or fibers considering social line and sex of the divergent quail lines selected for sociability. The length of brain structures between neuroanatomical markers were measured in the brain section corresponding to each nucleus of interest. The length used for normalizations was measured between the internal edge of the left and right lateral ventricles for the brain section containing the BNST and LS (blue arrow numbered as 1), between the bottom of the anterior commissure to the top of the periventricular fibers at the level of the third ventricle for MT (and VT; not showed to avoid redundancy) immunostained brain section containing the MPN (blue arrow numbered as 2), between the bottom of the anterior commissure to the top of the optic chiasm at the level of the third ventricle for the ARO immunostained brain section containing the MPN (blue arrow numbered as 3). 
Two distinct methods were used for quantification of immunoreactive structures. In all cases, we used a rectangular quantification field of identical dimension in male (M) and female (F) quail with high or low levels of sociability (S+ or S-, respectively) to cover the MT-ir fibers or the ARO-ir cells from distinct brain nuclei. For MT (left part) (and VT), the rectangle was drawn to cover the MT fibers of the entire lateral septum (LS; in purple) or bed nucleus of the stria terminalis (BNST; in green). However, for the quantification of MT in the MPN, it was not possible to apply a standardized quantification field to all individuals without including cells or fibers from the periventricular region. Therefore, a smaller rectangle was used to quantify only the dorsal part of the medial preoptic nucleus (MPN; in red). For ARO (right part), the rectangle covered the complete BNST (in green) and MPN (in red). The number of cells was normalized by the length of the corresponding brain structures. Abbreviations: ac: anterior commissure, LV: lateral ventricle, OC: optic chiasm, VIII: third ventricle.
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Supplementary Figure S3. Schematic drawings and illustrations of coronal sections through a quail brain depicting the distribution of mesotocin immunoreactive (MT ir-) structures in a rostral to caudal order (plate 12 to 28 corresponding to chick brain 50). MT ir- soma and fibers are represented by circles or multiplication sign, respectively. The density of symbols has been adjusted to give a qualitative estimate of the number of the immunoreactive structures. Number 1 to 3 refer to brain regions that were not clearly identified in the atlas but for which illustrations were provided. Abbreviations: AC: anterior commissure, BNST: bed nucleus of the stria terminalis, DSD: dorsal supraoptic decussation, OC: optic chiasm, OT: optic tectum, LS: lateral septum, ME: median eminence, MPN: medial preoptic nucleus, NIII: third ventricle, PC: posterior commissure, PAG: periaqueductal gray, PVN: paraventricular nucleus of the hypothalamus, TSM: septomesencephalic tract.
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Supplementary Figure S4. Absolute numbers (without normalization) of immunoreactive (ir-) cells in divergent quail lines selected for sociability. A-B. Number of MT- (A) or VT- (B) ir cells in the paraventricular nucleus (PVN) of adult male and female quail selected for sociability (S-; n = 8 and 7 by sex for MT and VT staining respectively; S+; n = 8 by sex and 8 male and 7 female quail for MT and VT, respectively). C. Number of ARO-ir cells in the medial preoptic nucleus (MPN), bed nucleus of the stria terminalis (BNST) and the ventromedial nucleus of the hypothalamus (VMN) of adult male and female quail selected for sociability (S-; n = 7 by sex; S+; n = 8 male and 7 female quail). Data were analyzed by separate two-way ANOVAs for each brain nucleus. *p < 0.05, **p < 0.01, ***p < 0.001. 
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