Table 2: List of adzuki bean SSR primer sequences used in the present study
	S. No.
	  Primers
	           Forward sequence
	           Reverse sequence
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		VES0001

	VES0002

	VES0003

	VES0004

	VES0005

	VES0006

	VES0008

	VES0009

	VES0010

	VES0013

	VES0014

	VES0015

	VES0016

	VES0017

	VES0018

	VES0019

	VES0020

	VES0021

	VES0022

	VES0023

	VES0024

	VES0025

	VES0026

	VES0027

	VES0028

	VES0029

	VES0030

	VES0031

	VES0032

	VES0033

	VES0034

	VES0035

	VES0036

	VES0037

	VES0038

	VES0039

	VES0040

	VES0041

	VES0043

	VES0044

	VES0045

	VES0046

	VES0047

	VES0048

	VES0050

	VES0051

	CEDG127

	CEDG018

	CEDG150

	CEDG214

	CEDAAG002

	CEDG204

	CEDG043

	CEDG021

	CEDG084

	CEDG015

	CEDG026

	CEDG073

	CEDG008

	CEDG286

	CEDG294

	CEDG232

	CEDG071

	CEDG253

	CEDG090

	CEDG044

	CEDG141

	CEDG178

	CEDG118

	CEDG154



		TGTTTCCACAGCAACACCAT

	GGATTTATTGACTTCAAAATGCAC

	GGGATCATGATATTGCATTGG

	ATTATAACTCGTGCGTGCCC

	AGGATGGAAATGGCTAGGCT

	GTGTTCCATTCCCATTCCAC

	CCTGCTCGGAATGAGAGTTC

	TCTCTCACCCCCTTAACCCT

	AAAATCAGAAGCTCCCCTCC

	CGAAACCTTTTCAGCACCTC

	CACACATCCAGTGCCATTTC

	AATAGGCCATGCTGTCCTTG

	CACCAAAGTGGTATCGTGGA

	ACGAAAGAGTCCGCTTGAAA

	CATTCCAATCCCAAATGGAC

	GGCTCACACTCATTCTTCCC

	AAGCAAGCCTTCCATGCTAA

	GAGTCACATGCAAAAGGTCG

	CTGTTCCCGGACATTGTTCT

	CATGGCGAAGAAGAAGGAAG

	GCTCCAGAGAGAGGAGCAAA

	CCCACTCTTGGAATGGAAAA

	TCCCTTACTGTTAGGCCATCC

	TCTTTGGCGAGTTGATGATG

	CCTGAGCAACATCGGAATCT

	TGCTACACAAAACCAAGGCA

	GCCACAAGCTCAAAGACCTC

	ACCTTTCGGCATTTTCCTCT

	ACAGTGGTGGAGTGGACCTC

	GGAGGGGAAGAAGGAGAATG

	AGATGAGCAACCCATGAAGG

	GCCCCAACCATAACCCTAAT

	TCCCTTGTTTTTCGATCTGG

	ACCAATCACACCCACATCAA

	TGCTTGCCTTTTTCTTTTCC

	AACTTACCCACCTGCAAACG

	GGAACAGTGTCAGAGAGCCC

	TGGAGATCAACAGACAGACCA

	CTTGGGATGCTTTGTTTGGT

	CCTCATTCTTACATCCTTAAACACTTG

	TCCCAACCGTCAAGTTTACC

	CCGAACCCTATCTTGTGTGG

	CACGAACGCAATTTAAAGCA

	AGATTCTTCTGCGGGCTCTT

	TCAATCCCGACACAAAATGA

	GCGAGAACCTTCTTACCCCT

	GGTTAGCATCTGAGCTTCTTCGTC

	AGCGTGTTTGTGGTGATAGC

	GAAGGGAATGAAAATGAAACCC

	CACTCACTGCAAAGAGCAAC

	GCAGCAACGCACAGTTTCATGG

	CCTTGGTTGGAGCAGCAGC

	AGGATTGTGGTTGGTGCATG

	GCAGAATTTTAGCCACCGAG

	ATCAACTGAGGAGCATCATCGA

	CCCGATGAACGCTAATGCTG

	TCAGCAATCACTCATGTGGG

	CCCCGAAATTCCCCTACAC

	AGGCGAGGTTTCGTTTCAAG

	CGAGCAGAACACTGATCATG

	CACCTTCTTAATCTCTTCACC

	GATGACCAAGGTAACGTG

	GGTCCATTGAGACGGATCGAG

	CACTTCCATGATGACTCACC

	ATAAGTAGAAATTGGTTCAAATG

	TCAGCAACCTTGCATTGCAG

	CCAGGCATCCATGATGACC

	CGGAAGAAGAACGCAGAGTG

	AACCCAACCAACCCTTGTGGTAAG

	GTCCTTGTTTTCCTCTCCATGG



		GTTGTAAAGGGCGTCATGCT

	GATGGGGCCTGTTAAGATGA

	AATGTCAGCCAGCATGAGAA

	TCTGAAGGAACACGCTGATG

	ATCAAATCACATGAAGGCCC

	ATTGGAGGGCCGTTAAGAGT

	CCCACATGGACTTTGTTTTT

	TCGCAGAATTCGGAGAACTT

	TGGACTTTGCTGCTGCTAGA

	CACCCTTTCGTCCACTCAAT

	AAATCCTGGAGGCCCTCTT

	AGTAATCCAGGCGGTGATTG

	AAAGAAAAAGGGGAGGGGAT

	GATGGAAGGGGTTGTTGCTA

	TGCTTGAAATAGGTGGGGAG

	TCACACGAGCTGTCTATGCC

	TGCTGATACAAAGGCTGCTG

	GGAACACTGTGTGCAAGATCA

	GCTCAGCGATCAAATTCCTC

	TTGTGAAACACCATCCATGC

	CCAATTGCCCTTGATCATTC

	TTGGTGAGCAATGTTGTGGT

	AGGTCCACAACTTCCACCAA

	CCAGGGTGGTGAATGACTTT

	TCCCTTCCTTTAACCCCAAC

	AAACGTAGCTACCACCACCG

	ATTCAGGGATGGTGACAAGC

	AAGAAGAAGGGGTTCGCATT

	TCACGTGTCTCCAGTTTTGC

	CCCACTCATTCAACAGGCTT

	TTATCATCGACCATGCCAGA

	GGGATCGTAGGAGGTGGAAT

	AAATTCGGGCAGAATCACAG

	ATCATCAACTCCTGGGAACG

	GAGCAGAGGAGATTTTTGGG

	GAGGAGGGTGAACTGGAACA

	TTCCCAAAGATCATTTTCGC

	GATCAGAAGGTAGCAAGCCG

	CATCAGCTAGTGAAAGCCCC

	CCAGAAGAATCACCAGCCAT

	TTCATCTTGACAATGCGGAG

	GTGATCGATGAGGGAAGGAA

	TCGTGTTCGACAAGCTCAAC

	GCCGACAAGGTCAAGGAATA

	GCTAAATTGGTTGCACGGTT

	TCCTGCAAGAGACTGTGGTG

	CTCCTCACTTGGTCTGAAACTC

	ACACAGGAACGAACAAACCC

	GTTCAATCCATTCAGTCTCC

	CTACCTATCTGAGGGACAC

	GCAAAACTTTTCACCGGTACGACC

	CACAGACACCCTCGCGATG

	ACTATTTCCAACCTGCTGGG

	AAAGGATGCGAGAGTGTAGC

	CAACATTTCAACCTTGGGACAG

	CGCCAAAGGAAACGCAGAAC

	TGGGACAAACCTCATGGTTG

	AACACCCGCCTCTTTCTCC

	GCCCATATTTTTACGCCCAC

	CCTCTTAGAGGTCATTGCTC

	GGGTTTCTCTTAATTCATTGAGTC

	GGACAGATCCAAAACGTG

	TCCCACCTCAGCGGAATCC

	CACCCTTCTTTATCCTCTTCG

	GGTTCGTTAAAGTAACTTTTAAT

	TTTCCCGTCACTCTTCTAGG

	GAAGTTGTTGGTAATGGTTGCCTC

	GCATCAACAAGGACTTCTGC

	GCTGGAATCATAATACCGCCTTGT

	CATCAGCTGTTCAACACCCTGTG







