Table 3.RCS down-DEGs and TRCS up-DEGs (scRNA-seq) for RPE and

photoreceptor cells, related to Figure 1& Figure 5.

Down-regulated degs of Rod in

Up-regulated degs of Rod in

RCS/RDY TRCS/RCS
gene avg_éog2F p_val adj gene anF—éng p_val adj
Gnatl -0.767996148 3.53;5-11 AABR(ZOISOW 1.77356791 D
Mgp '0‘77‘2%308 1‘99;5'“ LOC100134871 2'823 é’ 611 5 01E-30
bl -0.707335522 2.90;3-10 Hbaal 2.47613;)47 | 2962
Slc24al '0';9358448 25 4?'10 Gnatl 0‘766515707 1.31E-59
RGD1597339 '0'6479925 91 734584 Gnbl 0‘679;‘75 771 428E-50
Rho '0'4325 29| 6.95E-74 Mt-co3 0‘89635 M 52843
Slc6a6 '0'913;51 | 279872 Hba-a2 2‘3:36917 3.40E-41
Clull '0'%18133 84| 1 848-62 Slc6a6 O‘Sf: 13 051§ 13841
Smarcd1 _0'7693296 3.55E-62 Slc24al 0'671;1;194 3.42E-36
Pcmtd2 '0‘6;’345 81 4458-50 Sgkl 0‘92865 1015 04p-35
Optn '0‘8355 67| 5 36E-59 Hk2 0'4: 5215 601 6 82E-33
Roml '0‘3959055 68 | | 9ap-s8 Sema3f 0'677 8}00 2.98E-31
Apoe '0‘618613227 1.36E-53 Optn 0'72229 1204 1.01E-30
Rpl '0‘23511274 1.24E-52 Slc4a7 064: 3391 693827
Reep6 '0'76(295099 6.63E-50 Revrn 03 296638 3211 55626
Hspa$ '0'6502115 021 1 31E49 B2m 1‘12;) 2188 2.79E-26
Pde6a '0'5339? 021 | 73B49 Agpat3 0‘58;‘6982 3.72E-26
Rdhl1 -0.676494 | 1.94E-48 Uncl19 0.371559 | 4.11E-24




961 186
Agpat3 0463881 | Sok46 Mt-nd5 0.704616 | ) 51k 53
85 119
-0.383927 0.624698
Cngal 349 8.84E-44 Reep6 192 4.24E-23
-0.784611 0.589394
Sgk1 515 2.10E-38 Smarcdl 74 9.82E-23
Revrn -0.357060 2.39E-38 | LOC108351137 0.798782 3.24E-22
147 586
-0.773921 0.737348
Ro60 12 7.35E-38 Mgp )31 3.87E-22
-0.718337 0.586251
Ppp4r2 76 1.72E-32 Rdhl1 927 9.86E-22
-0.605267 0.653648
B2m 207 3.84E-30 Mt-col 159 1.16E-21
Cdsl -0.537896 4.41E-30 Mt-atp6 0.587092 1.83E-21
6 883
-0.629548 0.292552
Macfl 952 4.76E-29 Roml 67 2.19E-20
-0.668026 0.534254
Polg2 226 5.78E-28 Slc29al 574 1.66E-19
-0.623754 0.710482
TIn2 415 1.44E-26 Hspalb 282 3.76E-19
-0.486512 0.543045
Osbp2 943 1.38E-25 Polg2 496 5.35E-19
-0.569540 0.519362
Grk1 446 2.39E-23 Dgke 134 9.02E-19
Nimlk -0.559492 6.11E-23 AABRO07000398 | 0.958814 7 61B-18
605 .1 86
LOC108351137 0453487 1.27E-22 Ppp4r2 0.550196 1.18E-17
22 697
Rims2 0354325 15 08E-22 Grkl1 06214991, 768-17
03 44
-0.535962 0.539172
Addl 570 5.06E-22 Clull 546 3.28E-17
-0.492403 0.422962
Zbed5 501 6.26E-22 Nrl 563 1.58E-16
-0.451401 0.481517
Pgkl 583 1.04E-21 Tdrd7 573 2.20E-16
-0.491764 411
Hsp90b1 0 9576 5.36E-20 Camsapl 0 9388 2.73E-16
-0.594536 0.556059
Slc4a7 201 1.42E-19 Lgalsl 158 3.33E-16




Elovl4 '0'24%97698 1.58E-19 Pitpnm3 0-5 ng‘” 6.30E-16
Nfyb '0'429742869 2.56E-19 Rho 0‘393397 1.15E-15
Dmd '0'469499286 9.52E-18 Zbed5 0‘6?671713 2.43E-15
Aldoc _0'3498463 061 1 50E-17 Cerk 05 3135731 2.74E-15
Herc3 '0‘45(271939 4.02E-17 Macf1 0'6(;7715 6| §.00E-15
Hook1 '0‘4746971 0011 96E-16 Nim1k 0‘42 3; 971 | 8414
Rdh12 '0‘469552984 2.02E-16 Temt 03 37 f39 281 5 30E-14
Lgalsl '0‘389(;5 1 5 0016 Lpcatl 0.5 81713 241 2 70B-14
Aplp2 '0“;‘;(;273 1.18E-15 Stard7 0.5 ;376814 3.57E-14
Chd7 '0“;3345601 1.39E-15 St3gall 0.5 239294 5.03E-14
Pde6b '0'2179123 38 | | 39E-14 Eeflal 0‘437 89 33 351 8 25E-14
Nk '0'339624121 1.46E-14 DynlI2 03 8827 325 > | 1.29E-13
Gucy2f '0";792561 L1 270814 Pcmtd2 0‘483 55 51 51 330813
Lpcatl '0'39%65688 5.46E-14 Napa 0‘41755 725 4| 637813
Add3 '0";385663 b 812614 Osbp2 0.407;127 83 1 7.69E-13
Wdrl7 '0";15792 71 g 17614 Mt-nd4 0‘53515947 1.02E-12
Selll '0‘495023101 8.88E-14 Aldoc 0‘4;‘68765 O 334812
Strbp '0‘432‘2726 9.18E-14 Ip6k2 0‘3;3335 021 3 40B-12
Temt '0’33227821 1.13E-13 Ddit3 0.3 99 9835 25| 498B-12
Itsn2 '0‘4237235 4| 6.168-13 Samd8 03 ;)76263 2 | 6.09E-12
RGD1560925 '0‘36%62813 6.45E-13 Pde6a 0‘39752 061 925812
St3gall '0‘32233612 1.18E-12 Ndrgl 0‘44121;)5 S| 13111




Pbrm1 '0";30953 31 8012 Ro60 0‘379 88379 1.40E-11
Tdrd7 '0'3527811 01 230812 Tmem?237 0‘455 ;);15 3| 1.55E-11
Cops9 '0'3321675 08 | 575612 Abca4 0‘43233 | 251E-11
Eid1 '0'323731196 1.21E-11 Mast2 0‘26936;28 2.54E-11
Epm2aipl '0“;5261764 1.51E-11 | LOC361646 0'4;;2 T 2 73BA11
Akap9 '0‘267145 U s7e-n1 Cdsl 0'4372193 3 376B-11
Kenbl '0‘351;1 82| 512611 Pgkl 0'43859282 4.38E-11
Arhgap5 '0‘3773315 161 3 076-11 | RGD1597339 0'366;)683 81 5.00E-11
Rrplb '0‘1271632 3.81E-11 Hacd3 0'32;);‘62 5.91E-11
Dstn _0.37225004 5.22E-11 Addl 0‘37756; 81 6.04-11
Stkld1 '0";%21098 7.32E-11 Elovl4 0‘21721;) 1 675E-11
Fubpl '0'3583781 811 g.93-11 Kenbl 0‘43252582 8.08E-11
Ktnl '0'3822208 9.04E-11 Atf4 0‘366;)76 101 82811
Adiporl '0'278846880 1.50E-10 Mt-nd3 0‘5:57?78 8.62E-11
Stxbpl '0'27799465 7| 222B-10 Pla2rl 0‘328532875 9.56E-11
Sema3f '0'2676915 031 3 146-10 Frmd4b 0‘42 ;‘ 51 71 3 04E-10
Ranbp?2 '0‘3;39115 63 | 3 46E-10 Susd3 03 2?725 3| 437E-10
Slc38a3 '0‘33?743 6.70E-10 Rapgefs 03 8239 f3 7| 5.32E-10
Stard?7 '0‘3595(2248 9.38E-10 Rhot2 0'47186;85 7.37E-10
Abca4 '0‘36‘;06847 9.84E-10 Sh3glbl 0'279 75 37 611 5 60E-10
LOC100134871 '0‘36256930 1.41E-09 Clstnl 0‘455555 1 964810
LOC100364435 '0‘355742331 1.62E-09 Trafdl 0.3 81(;3;_‘5 P 220809




-0.332974 0.370275
Gabarapl1 671 3.53E-09 Itsn2 304 2.60E-09
-0.325386 AABRO07044711 | 0.522571
Susd3 773 4.30E-09 1 408 2.71E-09
-0.293063 0.342442
Uckll 168 6.61E-09 Gucy2f 516 3.32E-09
-0.263524 0.432476
Ybx1 208 1.13E-08 Arl4d 188 3.53E-09
Cers4 0341285 1) 91508 Hook|1 03304771 5 26E-09
533 93
-0.297506 0.342775
Mt-nd3 241 2.00E-08 Slc38a3 614 8.99E-09
-0.266627 0.252905
Rpl32 601 7.13E-08 TIn2 603 9.36E-09
-0.314722 0.390453
Fbxl15 03 1.10E-07 Ranbp2 184 1.05E-08
AABRO07044711 | -0.270517 0.307397
1 446 2.31E-07 Rdh12 565 1.28E-08
RGD1307100 -0.373636 4.21E-07 Ddx6 0.315988 2.80E-08
681 967
-0.315121 0.362748
Hspa5 183 5.84E-07 Enol 172 3.68E-08
AA926063 -0.201422 7.73E-07 Mcf2l 0.372731 4.52E-08
695 106
-0.266274 0.266824
Lpgatl 519 1.11E-06 Lrrc49 407 4.56E-08
-0.311626 ) 0.368533
Tpr 504 1.12E-06 Ssx2ip 438 4.77E-08
-0.288045 0.319491
Tlcd5 579 1.23E-06 Ppp3rl 268 5.40E-08
-0.296988 0.409265
Tmem?237 665 1.34E-06 Aplp2 658 5.41E-08
-0.314948 0.290900
Clstnl 008 1.79E-06 Sumo3 157 5.41E-08
-0.257490 0.400473
Mdml1 703 1.87E-06 Oazl 334 9.13E-08
Srsf6 -0.252348 4.93E-06 Rbm39 0.362839 9.44E-08
122 69
-0.267192 0.394537
Rapgef5 47 6.45E-06 Mt-co2 21 1.09E-07
-0.257787 0.281072
Slc31a2 235 1.04E-05 Voppl 132 1.97E-07
-0.296496 . 0.307051
Cry2 297 1.09E-05 Epm2aipl 523 2.32E-07




-0.282158 0.299662

Med131 254 1.73E-05 Selll 37 2.82E-07
-0.277066 0.366103

Ndrgl 103 1.77E-05 Akap9 055 8.03E-07
-0.267101 0.389041

Rabgefl 987 1.86E-05 | LOC100911664 304 9.75E-07
-0.370196 0.356743

Mt-nd4 485 4.37E-05 Wdrl7 376 1.83E-06

LOC100911664 -0.273000 4.70E-05 Eid1 0.296814 1.83E-06

737 107

-0.341283 | 0.000102 0.331899

Z{p292 258 764 Gabarapl1 068 2.54E-06
-0.266478 | 0.002278 0.254728

Mlit6 277 172 Ndufabl 006 4.12E-06
-0.283352 | 0.003195 0.304190

Atrx.1 61 138 Cabp4 1) 4.40E-06
-0.321065 | 0.004635 0.256189

Smcla 912 753 Dstn 69 1.16E-05
0.286047

Eef2 041 1.59E-05

LOC103689961 0.225156530 1.91E-05
. 0.366496

Msil 403 2.13E-05

Glccil 0'253167 2.98E-05
0.289697

Tnpol 409 3.49E-05

RGD1307100 0'3:17892 4.26E-05
0.297143

Dlcl 344 4.75E-05
0.312108

Snrnp200 949 6.51E-05
0.345794

Mgarp 649 8.02E-05
0.378486

Pgaml 145 9.38E-05
0.312595

Herc3 136 9.76E-05

0.283967 | 0.000198

LOC100360841 374 436
Cre 0.252183 | 0.000260
P 054 958




0.331211 | 0.000277
Mt-cyb 918 07
0.360418 | 0.000353
Tpd32 535 332
0.280240 | 0.000475
Milt6 346 417
0.257148 | 0.000615
Z{p365 g5 678
0.373370 | 0.000983
Rpl32 798 701
0.263961 | 0.001022
Nlk 351 748
0.338046 | 0.001035
Mé-ndl 889 036
Rims? 0.251264 | 0.006872
786 633
A 0.609671 | 0.029149
poe 315 424
Down-regulated degs of RPE in Up-regulated degs of RPE in
RCS/RDY TRCS/RCS
log2F ) log2 )
gene avE_08 p_val adj gene ave_og p_val adj
C FC
AABRO07000398 | -1.188809 | 4.55E-14 2.341772 | 4.24E-18
B 503 3 LOC100134871 520 3
-1.534780 | 1.26E-12 2.219428 | 6.60E-15
Rho 064 8 Hba-al 377 9
-0.820778 | 4.42E-11 0.861270 | 8.61E-13
RT1-T24-4 503 5 LOC100360841 612 6
-1.503477 | 1.68E-11 0.977544 | 1.19E-10
Gngtl 167 ) Clec2g 346 6
-1.463843 | 3.13E-10 1.184035 | 6.11E-10
Gnatl 185 | Rho 681 6
-0.567212 0.579565 | 3.39E-10
Gstab 018 1.67E-90 Ifitm3 609 0
) -0.661071 ) 0.851886
Ppia 269 3.77E-73 Ppia 397 2.19E-99
Pdc -1.073827 2.73E-69 | LOC100362027 1118850 1.17E-98
53 805
-0.593285 1.144630
Rps10.1 304 3.56E-63 Gnatl 674 1.42E-84
-0.621315 0.603902
Zbed5 144 2.66E-60 Cdsl1 813 1.88E-80
LOC100360841 _0'466179024 9.35E-57 Zbed5 0'8;)52290 1.08E-77




-1.416751 0.729232
Hspalb 038 1.11E-52 Id3 761 4.90E-65
-0.374901 0.816087
Mrpl43 127 1.96E-44 Gnas.1 169 3.19E-60
LOC100360087 -0.632263 4.32E-41 | LOC100361457 0.485788 1.26E-53
084 942
-0.417944 0.737097
Cd8l1 12 5.83E-37 Rps10.1 266 5.87E-50
-0.446017 0.674178
Aprt 193 3.98E-36 Gngtl 248 1.56E-49
-0.499653 0.462342
Gnas.1 543 2.95E-35 Ifitm2 510 3.25E-49
LOC108351137 -0.415258204 2.16E-29 Rpl32 0'559%734 1.27E-46
-0.413582 0.667685
Vbpl sa4 3.10E-27 Rps25 048 1.56E-40
-0.377352 0.724752
Dstn 496 1.22E-24 Aprt 95 1.08E-39
-0.5040066 0.286885
Tmem100 703 2.57E-24 B2m 280 2.09E-39
-0.414242 0.553917
Clec3b 49 1.95E-23 Eeflal 710 5.11E-35
AABRO07015057 | -0.495088 0.04E.23 | LOC108351137 0.658518 9.50E.34
.1 848 64
-0.339027 1.382995
Rps25 468 5.78E-20 Ifi2712b 181 4.30E-33
AKk3 -0.376669 2.82E-19 RTI1-CE4 0430148 2.19E-31
041 97
-0.279489 0.343056
Mt-col 297 1.33E-18 Dcn 141 1.26E-30
-0.342035 0.319094
Gstal 602 1.88E-18 Laptm4a 177 1.07E-28
-0.305881 0.454958
Prmtl 935 5.46E-17 Txnl 423 2.55E-27
-0.538896 NEWGENE-130 | 0.445474
Edn3 471 8.36E-16 8171 589 2.32E-25
-0.297824 0.336579
Hspa8 608 1.12E-15 Rpl12 87 3.29E-20
Eeflal '0‘322043 1.47E-15 Pmepal 0.5 6163 P13 46820
-0.341759 . 0.774029
S100al1 761 8.42E-15 Snail 207 9.34E-20
-0.357623 0.447325
Hsphl V74 1.71E-14 Ly6e 264 1.61E-18




Txnl '0'321627387 2.72E-14 Isgl5 0‘88535250 2.42E-18
Mt-nd4 '0'249425329 4.71E-14 Ifitm]1 0‘3535303 7.00E-18
Capn6 '0'208892180 1.08E-13 Cebpb 0‘5853530 1.37E-15
£0C100362027 | 2748991 g3 Marcks 03874541 | 17E-14
32 324
Laptm4a '0‘265617700 1.73E-12 Celll 0.3 55594 1.23E-14
Ptn '0“;1799389 2.21E-12 Prdx1 0'2226140 7.94E-13
Bmyc '0‘222625 3.69E-12 | LOC100360087 0'4868;) %8 01E-11
Oazl '0‘21%03304 1.24E-11 Cebpd 0.3 8696§ 1515 50B-11
Dcn '0‘23604165 3| 2.64E-11 Pdgfrb 0.3 3 ;’ ;’ 92 | 5 88E-11
Tgm?2 '0‘535541946 2.77E-11 Ptn 0'22531903 6.34E-11
Thbs4 '0'353819067 6.63E-11 Tmem59 0‘277 32713 7| 2.248-10
Khdibsa 0.296249 | oo | AABROT015057 | 0.841275 |, (oo o
714 1 647

Aoc3 03 612151 ) 028-00 Zfp36l11 0‘402;6760 3.79E-10
Tgfbi '0'3‘;’2425 1.10E-08 Bst2 0‘51152687 7.28E-10
Hspel '0'21%‘25464 1.20E-08 Oazl 0‘43637 81 1515 00B-09
Igfl '0'37107801 1.54E-08 S100al1l 0‘4;2 2115 s0B-00
Fkbp5 '0‘205074023 6.78E-08 | LOC687679 | 2 596 ;’ 811 3 92809
RGD1597339 '0‘473552284 3.45E-07 Ccn2 0'4599 g 311 673800
Cldnl '0‘302539101 3.73E-07 Cnn3 0'3522325 1.43E-08
Ndufabl '0‘237771863 3.15E-06 Cited2 0'5;‘3;‘38 1.57E-08
NEW(;E\IIE'BO '0‘269517138 3.21E-06 Cx3cll 0'4929567 3.41E-08
Mt-nd5 '0‘33%211 67 | g 64E-06 Hmenl 0'2;376 12 38 | 433808




-0.341841 0.394210
Tma7 689 1.59E-05 Tgfbr3 719 4.52E-08
-0.299340 0.496757
Rarb <3s 1.86E-05 | LOC498555 <43 6.18E-08
~0.348253 | 0.000242 0.389140
Ifi2712b at o7 | LOC103693375 | ©00 " | 2.32E-07
~0.281506 | 0.000495 0.417140
Oaf 004 , RT1-CE10 .63 3.03E-07
-0.359949 | 0.000498 0.401343
1113ra2 124 012 Ramp2 66 1.72E-06
-0.423910 | 0.002486 0.623110
Agpat3 538 261 Eln 976 2.36E-06
. -0.372063 | 0.003000 0.253986
Dnajbl 114 762 Gpc3 628 4 38E-06
20311601 | 0.029727 . 0.333054
Ldha 506 468 Crispld2 73 3.56E-05
Foxel 0.322388 | 0.000164
918 053
0251172 | 0.000289
TubbS 488 171
et 0317539 | 0.000318
S 964 661
. 0.382928 | 0.000401
S 643 737
o 0.429818 | 0.000840
pp 418 52
Cent 0.587705 | 0.000852
¢ 323 29
Sering 0355238 | 0.001018
erne 123 451
0.340105 | 0.002121
Loxll 114 394
0482131 | 0.003155
Foxdl 372 506
Vel 0.388851 | 0.012516
¢ 125 23
0274153 | 0.045214
Cda8 984 217




