	Supplementary Table

	Supplementary Table 1. PECAM-1 expression in cancers versus normal tissues in ONCOMINE.

	Cancer Site
	Cancer Type
	P Value
	Sample Size
	Fold Change
	Up/Down Regulated 
Gene Rank
	Reference 
(PMID)

	Bladder
	Superficial Bladder Cancer 
		
	1.13E-11



	28
	-2.687
	629(5%)
	16432078

	Brain
	Glioblastoma
	5.51E-5
	5
	2.165
	129(2%)
	TCGA

	
	Glioblastoma
	6.32E-11
	542
	2.698
	331(3%)
	TCGA

	
	Glioblastoma
	4.72E-10
	22
	18.134
	136(1%)
	16697959

	
	Meningioma
	3.95E-5
	15
	-3.007
	19(2%)
	12163391

	Breast
	Invasive Breast Carcinoma Stroma
	4.76E-25
	53
	16.017
	68(1%)
	18438415

	
	Tubular Breast Carcinoma
	8.15E-27
	67
	-2.320
	730(4%)
	22522925

	
	Invasive Ductal and Invasive Lobular Breast Carcinoma
	3.23E-29
	90
	-2.088
	735(4%)
	22522925


	
	Invasive Breast Carcinoma
	9.77E-8
	21
	-2.375
	882(5%)
	22522925

	
	Breast Carcinoma
	1.37E-5
	14
	-2.146
	1329(7%)
	22522925

	
	Mucinous Breast Carcinoma
	1.85E-13
	46
	-2.056
	1474(8%)
	22522925

	Colon
	Colon Carcinoma Epithelia
	3.98E-6
	5
	2.337
	1457(8%)
	20957034

	Esophagus
	[bookmark: OLE_LINK5][bookmark: OLE_LINK6]Esophageal Adenocarcinoma 
	2.66E-5
	5
	10.300
	433(3%)
	16952561

	
	Esophageal Adenocarcinoma 
	1.22E-17
	75
	2.485
	130(1%)
	21152079

	Renal
	Hereditary Clear Cell Renal Cell Carcinoma
	6.06E-11
	32
	3.65
	244(1%)
	19470766  

	
	Non-Hereditary Clear Cell Renal Cell Carcinoma
	3.08E-8
	27
	2.81
	427(4%)
	19470766  

	
	Clear cell Renal carcinoma
	1.10E-6
	26
	3.18
	363(2%)
	19445733

	
	[bookmark: OLE_LINK7][bookmark: OLE_LINK8]Clear cell Renal carcinoma
	1.4E-6
	10
	8.162
	389(4%)
	17699851

	
	[bookmark: OLE_LINK9][bookmark: OLE_LINK10]Clear cell Renal carcinoma
	5.05E-4
	9
	3.199
	693(4%)
	14641932

	
	Clear cell Renal carcinoma
	5.21E-11
	23
	2.444
	719(6%)
	16115910

	
	Papillary Renal Cell Carcinoma
	3.49E-5
	19
	-2.460
	438(3%)
	19445733

	Liver
	Hepatocellular carcinoma
	8.67E-16
	38
	3.083
	28(1%)
	19098997

	Lung
	[bookmark: OLE_LINK11][bookmark: OLE_LINK12][bookmark: OLE_LINK13]Lung Adenocarcinoma
	1.82E-38
	58
	-3.221
	5(1%)
	18297132

	
	[bookmark: OLE_LINK14][bookmark: OLE_LINK15]Lung Adenocarcinoma
	1.88E-46
	58
	-4.815
	12(1%)
	22613842

	
	Squamous Cell Lung Carcinoma
	4.84E-10
	21
	-16.937
	31(1%)
	11707567

	
	Lung Adenocarcinoma
	2.82E-8
	132
	-10.713
	68(1%)
	11707567

	
	Lung Carcinoid Tumor
	3.59E-11
	20
	-28.327
	118(2%)
	11707567

	
	Small Cell Lung Carcinoma
	3.50E-5
	6
	-14.654
	411(5%)
	11707567

	
	Lung Adenocarcinoma
	1.64E-15
	86
	-4.374
	34(1%)
	12118244

	
	Lung Adenocarcinoma
	3.36E-14
	27
	-3.876
	44(1%)
	17540040

	[bookmark: _Hlk54807104]
	Lung Adenocarcinoma
	1.65E-11
	20
	-2.782
	46(1%)
	16314486

	
	[bookmark: OLE_LINK18][bookmark: OLE_LINK19]Squamous Cell Lung Carcinoma 
	5.37E-8
	13
	-4.537
	58(1%)
	11707590

	
	Lung Adenocarcinoma
	1.04E-6
	40
	-3.514
	126(1%)
	11707590

	
	Small Cell Lung Carcinoma
	7.11E-4
	4
	-4.310
	215(2%)
	11707590

	
	Lung Adenocarcinoma
	2.41E-19
	226
	-3.208
	133(1%)
	22080568

	
	Squamous Cell Lung Carcinoma
	1.17E-4
	5
	-3.639
	212(2%)
	16188928

	
	Large Cell Lung Carcinoma
	2.59E-12
	19
	-6.617
	477(3%)
	20421987

	
	Lung Adenocarcinoma
	4.95E-15
	45
	-2.556
	520(3%)
	20421987

	
	Squamous Cell Lung Carcinoma
	4.59E-13
	27
	-4.078
	1209(7%)
	20421987

	Ovarian
	Ovarian Serous Adenocarcinoma 
	1.15E-11
	43
	-11.127
	447(3%)
	19486012

	Sarcoma
	Leiomyosarcoma 
	1.06E-10
	26
	-3.214
	102(1%)
	20601955

	
	Myxofibrosarcoma
	1.55E-8
	31
	-2.689
	238(2%)
	20601955

	
	Pleomorphic Liposarcoma
	4.14E-7
	23
	-2.404
	252(2%)
	20601955

	
	Dedifferentiated Liposarcoma 
	2.89E-7
	46
	-2.070
	340(3%)
	20601955



	Supplementary Table2 Correlations between PECAM1 and gene makers of immune cells in GEPIA.

	Cell type 
	Gene maker
	Cor
	p-value
	

	T cell(general)
	CD3D
	0.39
	3.8E-40
	***

	
	CD3E
	0.46
	8.4E-59
	***

	
	CD2
	0.46
	1.1E-56
	***

	CD8+T cell
	CD8A
	0.48
	1.7E-62
	***

	
	CD8B
	0.36
	4.2E-34
	***

	B cell 
	CD19
	0.32
	4.3E-28
	***

	
	CD79A
	0.36
	1.9E-34
	***

	Monocyte 
	CD86
	0.5
	1.1E-70
	***

	
	CD115(CSF1R)
	0.59
	4.2E-104
	***

	TAM
	CCL2
	0.35
	1.7E-33
	***

	
	CD68
	0.51
	3.1E-74
	***

	
	IL-10
	0.5
	1.6E-69
	***

	M1 Macrophage
	INOS(NOS2)
	0.36
	2.7E-34
	***

	
	IRF5
	0.25
	2.3E-17
	***

	
	COX2(PTGS2)
	0.41
	8.8E-45
	***

	M2 Macrophage
	CD163
	0.39
	1.1E-40
	***

	
	VSIG4
	0.47
	2.1E-59
	***

	
	MS4A4A
	0.59
	2E-103
	***

	Neutrophils
	CD66b
	0.007
	0.82
	

	
	CD11b
	0.44
	1.1E-53
	***

	
	CCR7
	0.45
	2.5E-54
	***

	Natural killer cell
	KIR2DL1
	0.27
	3.4E-19
	***

	
	KIR2DL3
	0.25
	2E-17
	***

	
	KIR2DL4
	0.17
	3.1E-08
	***

	
	KIR3DL1
	0.28
	1.6E-21
	***

	
	KIR3DL2
	0.27
	5.7E-20
	***

	
	KIR3DL3
	0.08
	8.8E-03
	***

	
	KIR2DS4
	0.2
	3.9E-11
	***

	Dendritic cell 
	HLA-DPB1
	0.51
	2.8E-73
	***

	
	HLA-DQB1
	0.22
	4.7E-13
	***

	
	HLA-DRA
	0.52
	3.2E-77
	***

	
	HLA-DPA1
	0.56
	7.4E-90
	***

	
	BDCA-1
	0.5
	2.7E-68
	***

	
	BDCA-4
	0.72
	1.8E-171
	***

	
	CD11c
	0.47
	4.6E-60
	***

	Th1
	T-bet
	0.45
	1.2E-55
	***

	
	STAT4
	0.51
	2.2E-73
	***

	
	STAT1
	0.3
	2.3E-23
	***

	
	IFN-g
	0.28
	1.6E-20
	***

	
	TNF-a
	0.064
	3.5E-02
	*

	Th2
	GATA3
	0.038
	0.21
	

	
	STAT6
	0.38
	1.2E-38
	***

	
	IL13
	0.14
	3.6E-06
	***

	Tfh
	BCL6
	0.34
	1.7E-30
	***

	
	IL-21
	0.28
	4.3E-21
	***

	Th17
	STAT3
	0.38
	3.2E-39
	***

	
	IL17A
	0.097
	1.13E-04
	***

	Treg
	FOXP3
	0.28
	9.2E-21
	***

	
	CCR8
	0.4
	3.6E-43
	***

	
	STAT5B
	0.42
	1.7E-46
	***

	
	TGFb
	0.46
	3.1E-57
	***

	T cell exhaustion
	PD-1
	0.31
	2.9E-26
	***

	
	CTLA4
	0.29
	3.2E-23
	***

	
	LAG3
	0.053
	0.081
	

	
	TIM-3
	0.5
	5E-69
	***

	
	GZMB
	0.24
	1.1E-15
	***



