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Fig. S1 (a) Principal component analysis (PCA) of transcriptomic data from 5 developmental stages of T.tuan. (b) Sample correlation analysis of transcriptomic data from 5 developmental stages of T.tuan.
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Fig. S2 Expression dynamics of the lignin biosynthesis pathway genes in T. tuan seeds growing. (a) Hierarchical clustering tree of lignin biosynthesis pathway genes. Genes highly expression were highlighted in red whereas genes low expressed were highlighted in blue. Z-scores of data were standardized to −2 to 2. (b) Expression profiles of all lignin biosynthesis pathway genes by Mfuzz clustering analysis. All pathway genes were classified into three clusters based on their FPKM using the Mfuzz R package.
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Fig. S3 Expression dynamics of the flavonoid biosynthesis pathway genes in T. tuan seeds growing. (a) Hierarchical clustering tree of flavonoid biosynthesis pathway genes. Genes highly expression were highlighted in red whereas genes low expressed were highlighted in blue. Z-scores of data were standardized to −2 to 2. (b) Expression profiles of all flavonoid biosynthesis pathway genes by Mfuzz clustering analysis. All pathway genes were classified into two clusters based on their FPKM using the Mfuzz R package.
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Fig. S4 Temporal expression patterns of all genes in the five development stages of the T. tuan seeds. All genes were classified into twelve clusters based on their expression patterns using the Mfuzz R package. 
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Fig. S5 Distribution of enriched KEGG pathways for various genes expression patterns during the seeds development. KEGG pathways involved in the biosynthesis of metabolites of cluster 2 (a), cluster 9 (b) and cluster 11 (c). Each circle represents a KEGG pathway.
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Fig. S6 The correlation networks of genes in the tan (a), brown (b) and black (c) modules, in which only edges with weight above a threshold of 0.626, 0.599 and 0.599 are displayed, respectively. Different colours indicate different network modules.
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Fig. S7 The correlation networks of genes in the tan (a) and brown (b) modules, in which only edges with weight above a threshold of 0.35 are displayed. The triangle and ellipse represent structural genes involved in flavonoids and lignin biosynthesis during fruit development and ripening, respectively. Diamonds and regular hexagon with different colors represents different families of transcription factors identified in the same module whose transcripts are correlated with expression of structural genes. The circular represents that transcription factors related to flavonoid and lignin structural genes.
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Fig. S8 TF-structural gene co-expression networks (2331 nodes and 245502 edges). Each blue node and grey edge in the GCNs represent a TF/structural gene	and a co-expression relationship, respectively. The GCNs are	visualized using the Cytoscape tool (http://cytoscape.org).
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Fig. S9 Expression levels of all members of the subnetwork constructed based on genes co-expressed with TtWRKY15 are shown. Low to high expressions is shown by an adjustment of variety from blue to red. Z-scores of data were standardized to −2 to 2.
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