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Enrichment plot: TRANSCRIPTION COFACTOR BINDING(GO:
0001221)

Type

i S8 A4 comelation ceficien

o AT 4 dad o 8s b o 1o

B BAAALL A AL LD A AL

e VITIIVIIIIIVIIIY. . Vo P T prry.
W 4 ’

A

D852 posure corrated g

Zatoccsean 1115

260 SH0 750 10000 12500 15000 11500 20000 250 25008 21500
Rankin Ordered Dataset

[ emehmentprofte s Rarking mewic seores]

SGC79014PR siPHGDH vs siNC

daad
g 'VVK‘

¥y ";W;

rd y
PHGDH .
T . pvalue<0.05 ;|
5 [log2FoldChange|>1 g
é 40 UP 419 <
S DOWN 213 d
=) NO 26747
L .
ToFTL2E g SFOSFES
log2FoldChange
F Overall Survival G
CancerCode palue Hazard Ratio(95%CI) Progression Free Survival
L] 1.24(1.20,1.29)
HH 1.23(1.13,1.34) CancerCode pvalue Hazard Ratio(95%C1)
s 1ol L14(1.08.1.21) TCGA-GBMLGG(N=616) 2.2¢20 re LI8(L13,1.22)
TCGA-LUAD(N=490) - 1.08(1.04,1.12) 93e5 b LO7CLOSLID
TCGA-ACC(N=T7) el 1.20(1.09,1.32) S5e4 & LENGLL 1S,
TCGA-KICH(N=64) 5304 @i 3.11(1.79,5.40) d2ed it LOK1.03L13)
TCGA-PAAD(N=172) T.6e4 Ll L13(105,1.21) Sde4 Ui 1.10(1.04,1.16)
TCGA-MESO(N=84) 7.7e4 lagl 1.14(1.06,1.24) N 8.6e<4 * 1.16(1.06,1.26)
1.4e3 —o—i 1.26(1.09,1.47) TCGA-PAAD(N=171) 2.4e-3 i 1.11(1.04,1.18)
4.0e-3 = ol 1.21(1.06,1.38) TCGA-BLCA(N=397) 5.9¢-3 Lgl 1.05(1.01,1.09)
8.5¢3 ol 106(1.01,1.10) 8.4e3 ot 111(1.03,1.20)
0.01 o 1.08(1.02,1.15) TCGA-BRCA(N=1043) 0.01 1.08(1.02,1
TCGA-STES(N=547) 0.02 h 1.04(1.01,1.08) TCGA-LUAD(N=486) 0.02 el 1.04(1.01,1.08)
TCGA-LAML(® 0.04 e 1.14(1.00,1.29) MESO(N=82) 0.02 —e— 1.10(1.02.1.20)
TCGA-BRCA(N 0.05 ot 1.06(1.00,1.13) 0.02 e 1.70(1.13.2.56)
TCGA-UVM(N=74) 0.05 i 1.17(1.00,1.36) SC(N=273 0.04 == 1.07(1.00,1.14)
T T LA S — T — T
-10 -05 00 05 10 15 20 ~02 00 _02 04 06 08 10 12
log2(Hazard Ratio(95%CI)) log2(Hazard Ratio(95%CI))
H DAPI Merge

IGF2BP1 TCF7L2 IGF2BP1 TCF7L2

Responder
Responder

DAPI DAPI

Non-responder

.
Q

T
<
o
o
"]
g
<
o

4

IGF2BP1 TCF7L2 IGF2BP1 TCF7L2



