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Supplementary Figure 1
  The boxplot illustrates the distribution of gene expression in the dataset. Each box represents a sample group, with the upper and lower edges indicating the third and fourth quartiles, and the line in the middle representing the median. The dataset comprises 30 samples, divided into two conditions, Ref (blue) and Test (red) (Ref: n=15; Test: n=15).
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Supplementary Figure 2
  Principal Component Analysis (PCA) plot illustrating the distribution of samples based on their gene expression profiles. Each point represents an individual sample, and the distance between points reflects the overall similarity or dissimilarity in gene expression patterns. The percentage of variance explained by each principal component is indicated on the axes. Samples are color-coded according to experimental conditions, with sinus rhythem patients (SR) represented in blue and atrial fibrillation (AF) in red. The analysis was performed on a dataset comprising 15 samples (SR: n=15; AF: n=15).
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[bookmark: _GoBack]Supplementary Figure 3 
  The multiple Venn diagrams illustrate the intersections of diagnostic genes-influenced drugs. Each circle represents a genes-influenced drug, with the number inside indicating the count of numbers. Overlapping areas depict the intersections between different drugs, while non-overlapping regions represent unique durgs.  
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