
Supplementary Information
Figure S1. The differences of 18 candidate miRNAs in PCa and NPCa. 
Figure S2. Performance of PCaSS model in the discriminants of PCa and OCa BPD, HP. A-C Screening index was calculated and plotted in a dot plot among PCa and OCa, BPD, HP for the discriminants in the training set (A), testing set (B), and validation set (C). D-F The radar chart summarized the ACC of PCaSS model in each cohort. Orange polyline represented the ACC value of PCaSS model in distinguishing each cancer in the training set (D), testing set (E), and validation set (F). G-I Screening index was calculated and plotted in a dot plot among PCa in different clinical subgroups for the discriminants in training set (G), testing set (H) and validation set (I). J-L The histogram represented the ACC value of PCaSS model in distinguishing each subgroup in training set (J), testing set (K) and validation set (L).
Table S1. ACC, AUC, SEN, SPE, NPV and PPV of PCa4miR model in the training, testing and validation sets.
Table S2. The PCa4miR model has high screening accuracy in distinguishing PCa from OCa, BDP and HP in the training, testing and validation sets.
Table S3. ACC, AUC, SEN, SPE, NPV and PPV of PCaSS model in the training, testing and validation sets.
Table S4. The PCaSS model has high screening accuracy in distinguishing PCa from OCa, BDP and HP in the training, testing and validation sets.
Table S5. ACC, AUC, SEN, SPE, NPV and PPV of PCa4miR and PCaSS models in the external set.
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