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	PCa
	LCa
	CCa
	GCa
	PC
	BCa
	ECa
	BTCa
	HCC
	Sarcoma
	Glioma
	BDP
	HP

	Training set
	0.970 
	0.998 
	0.996 
	0.989 
	0.994 
	0.853 
	1.000 
	0.974 
	0.988 
	1.000 
	1.000 
	1.000 
	0.999 

	Testing set
	0.864 
	0.903 
	0.880 
	0.915 
	0.938 
	0.655 
	0.979 
	0.918 
	0.907 
	1.000 
	0.926 
	0.957 
	0.988 

	Validation set
	0.848 
	0.936 
	0.925 
	0.901 
	0.949 
	0.609 
	0.987 
	0.769 
	0.860 
	1.000 
	0.909 
	1.000 
	0.992 



