[bookmark: _Hlk143376385]Table S2. The PCa4miR model has high screening accuracy in distinguishing PCa from OCa, BDP and HP in the training, testing and validation sets.
	
	PCa
	LCa
	CCa
	GCa
	PC
	BCa
	ECa
	BTCa
	HCC
	Sarcoma
	Glioma
	BDP
	HP

	Training set
	1.000 
	1.000 
	1.000 
	1.000 
	1.000 
	1.000 
	1.000 
	1.000 
	1.000 
	1.000 
	1.000 
	1.000
	1.000 

	Testing set
	0.89
	1.000
	0.986
	0.975
	0.949
	0.681
	0.973
	0.846
	0.907
	1.000
	0.955
	0.973
	1.000

	Validation set
	0.874 
	0.995 
	0.967 
	0.985 
	0.979 
	0.630 
	1.000 
	0.939 
	0.926 
	1.000 
	0.963 
	0.978 
	0.994 




